Supplemental Figure S1

AvPR-1
Generated at pondr.com, time: Sun Jun 5 18:48:22 2022

1.04

0.8

3
5 g
‘x 0.6 a
E 0.5
b
§ 0.4 g
(o]
0.21
0.0 T T T Y T T
0 25 50 75 100 125 150
m Residue Number

Supplemental Figure S1: Identification of signal peptides in AvPR 1 sequence using PONDR

(Predictor of Natural Disordered Regions) server (http:://www pondr.com/) database.
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Motif Symbol Motif Consensus

1. VGPVTWDNSVARFAQDYANKRAGDCRLVHSGGPYGENJFWG

2. CGHYTQVVWRKSTRIGCARVVCANNRGVFI

3. ADAVNSWVDEKRNYHYNTNTC

4. VMAVVAGVSAQNTPQDEVNLHNRARAADG

5. B CNYBPPGNFNGERPF

6. O LTLDARAK

7. B MASSKS

8. MNFTNYSRFLIVF

9. GRAWTA

10. SGDLSG

Supplemental Figure S2: Conserved motifs identified from AvPR-1 protein and its
homologsin plants.
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Phosphorylation potential

Supplemental Figure S3
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NetPhos 3.1a: predicted phosphorylation sites in AVPR-1
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Supplemental Figure S3: Identification of putative phosphorylation sites as

database.

revealed by NetPhos
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Query gene Description Biological process I\I?lecular fultctlon : Cellular component
Estimated PPV, GO-i
header name Estimated PPV, description Estimated PPV, GO-id, description bl Estimated PPV, GO-id, description
d, description
AvPR-1 -y e 066 GO:-0009607 l‘fiz‘t’i‘;nssti;‘;lus 065 GO:0005576 extracellular region
AvPR-1 0.87 raoteoii ef.e;ms-re ate def 083 GO-0016021 integral component
Search ’ § 037 GO:0006952 rees;g;; : ' “% of membrane

Supplemental Figure S4: Identification of the biological role of AvPR-1 as revealed bythePANNZER?2 online server.



