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Supplemental Figure 5. The enriched GO terms of the identified DEGs between the weevil inoculation and control plots. (A) The top GO terms for the upregulated DEGs in the inoculation plot
of K166. (B) The top GO terms for the upregulated DEGs in the inoculation plot of Tamayutaka. GO terms with red color indicated ‘oxidation-reduction process’ and ‘oxidoreductase activity’.
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