Table S1. Oligonucleotides used for qRT-PCR. All oligonucleotides are written 5" to 3".

AGI Gene Name Forward Reverse
ATGI70  Tuss  'GlGrmcaat o crerrer
ATGIV0  AGUS  jciaGeasct - cerercer

AGLI5-AAA TGC GCé (;ACGC AGG GIT TCGTCEFGGCTC GTG

ATIGEOT0  LECL  (lricrercacrar | aerear
AT1G28300 LEC? CAgg %TTE égézii ACC égi EiTACAT é? TTG

CATACATGA GCT ACGTGA CCCTTC GAT
AT3G54340 AP3 GGA ACT AAG A TTG

GTA CCT GCG AGC  GAA GAT ACA CCG GAT
AT3G58780 SHP1 AAA GAT AG TCGTAA A

CGCTCC AAGATT CGACTGGTG AGA AGA
AT2G42830 SHP2 ACT GAA AGA AGT AAC
ATIGE20  SER  reGoacacr o crocma
AT3G57390 AGLI18 ACCA éi"l;;gér éCG TCT CAé CC:};STT TGC
AT3G26790 FUS3 TCA TCégg(é ?TT ATC AGT Tii T(‘:ig ((;;"11;(; GGA
AT2G22540 Syp ACAGCEFTCCTCIJ;I:FCTGGA CTA AC(; :E(é éTA CGG




A

1
il -
alalulhnlie un Do ala o, oy _.‘l'lIli.l.._“l“"r_.ﬂlnlIilll Llllf"' 0

2
0 = badies e IR wet by
at1c21960 [N LEC1T AT1G21973 I
at1c21970 <<~} AT1G21975 |
B. |

1 il 2

it Mi i liig ik, | .
0 ‘ Ll '“I.Hrw‘ lr" 1||II| FFI‘FHH‘“"W‘H I H‘“lplﬂ" L‘|II"-J f “'.q'-'nv'm— -‘-lll'l"r '-l-.-'"F'rpﬂ“lr"l'I 0

LEC2

1282900 j<HB at1c2e300 <4 AaT1G28304 H| AT1G28306 ||}
123290 i<k AT1G28305 B

c:.i -

Oi IR == g -"'“'"l-'-nl"-l-'-"'“ll II"'- g P’
cze7c2 [ AT3G26790 ek -

Figure S1: CisGenome traces showing association of AGL15 with promoter regions of (A)
LEAFY COTYLEDONT1 (B) LEAFY COTYLEDON2, and (C) FUSCAS. The red line indicates
the moving average cutoff of 3 for peak determination as used in Zheng et al., (2009).
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Figure $2: CisGenome traces showing association of AGL15 with promoter regions of (A)
AGAMOQUS-Like18 (B) APETALAS3, (C) SEPALLATAS, (D) SHATTERPRQOOF1, (E) SHAT-
TERPROOF2, and (F) SHORT VEGETATIVE PHASE. The red line indicates the moving
average cutoff of 3 for peak determination as used in Zheng et al., (2009). In all cases, the
binding region(s) is 5" of and/or within the 5’ end of the gene, with the exception of AGL18
that also shows association with AGL15 3’ of the gene.



