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[bookmark: _Hlk65078428]Figure S1. The phylogenetic tree represents the relationship between tubulin proteins in six species, and show the branch length values. The different-colored arcs and roman numerals indicate different groups (or subgroups) of tubulin proteins. The red star (MeTubulin10) represent FtsZ2-1 from cassava.
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[bookmark: _GoBack]Figure S2. Genome-wide distribution and orientation of MeTubulin genes on cassava chromosomes. Chromosome numbers are shown at the top of each bar. The black lines on the cassava chromosomes indicate the positions of the MeTubulin genes.
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