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Figure S1. Gummy stem blight (GSB) reactions on the leaves of resistant parent ‘PI 189225’, susceptible parent 

‘920533’, and F1. 
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Figure S2. SNP genotyping using Fluidigm®  SNP TypeTM assays for two parents, F1, and 178 individuals of the 

F2 population. chr1_4_933-1 and chr1_4_933-2 represent scatter plotting of a chr1_4_933 assays for F2 individuals 

from 1 to 89 and from 90 to 178, respectively.  
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Figure S3. Melting curves of 88 polymorphic HRM markers for two parents, F1, and 178 individuals of the 

F2 population.  WGRS002-1 and WGRS002-2 represent melting curves of a WGRS002 HRM marker for F2 

individuals from 1 to 89 and from 90 to 178, respectively.  



WGRS152-1 WGRS152-2 WGRS170-1 WGRS170-2 

WGRS171-1 WGRS171-2 WGRS172-1 WGRS172-2 

WGRS174-1 WGRS174-2 WGRS177-1 WGRS177-2 

WGRS186-1 WGRS186-2 WGRS190-1 WGRS190-2 

WGRS194-1 WGRS194-2 WGRS200-1 WGRS200-2 

WGRS203-1 WGRS203-2 WGRS208-1 WGRS208-2 

WGRS209-1 WGRS209-2 WGRS212-1 WGRS212-2 

WGRS221-1 WGRS221-2 WGRS225-1 WGRS225-2 

WGRS226-1 WGRS226-2 WGRS227-1 WGRS227-2 

WGRS229-1 WGRS229-2 WGRS233-1 WGRS233-2 

WGRS235-1 WGRS235-2 

WGRS254-1 WGRS254-2 WGRS263-1 WGRS263-2 

WGRS213-1 WGRS213-2 WGRS220-1 WGRS220-2 

WGRS240-1 WGRS240-2 

WGRS272-1 WGRS272-2 WGRS281-1 WGRS281-2 

Figure S3. Cont.  



WGRS297-1 WGRS297-2 

WGRS307-1 WGRS307-2 WGRS316-1 WGRS316-2 

WGRS326-1 WGRS326-2 SWF01-1 SWF01-2 

SWF03-1 SWF03-2 SWF08-1 SWF08-2 

SWF18-1 SWF18-2 

WGRS287-1 WGRS287-2 

WGRS(2)016-1 WGRS(2)016-2 

WGRS(2)050-1 WGRS(2)050-2 WGRS(2)178-1 WGRS(2)178-2 

WGRS(3)009-1 WGRS(3)009-2 WGRS(3)011-1 WGRS(3)011-2 

WGRS(3)012-1 WGRS(3)012-2 WGRS(3)038-1 WGRS(3)038-2 

WGRS(3)041-1 WGRS(3)041-2 WGRS(3)068-1 WGRS(3)068-2 

WGRS(3)089-1 WGRS(3)089-2 WGRS(3)092-1 WGRS(3)092-2 

WGRS(3)094-1 WGRS(3)094-2 WGRS(3)099-1 WGRS(3)099-2 

WGRS(3)118-1 WGRS(3)118-2 WGRS(3)120-1 WGRS(3)120-2 

WGRS(3)185-1 WGRS(3)185-2 WGRS(3)191-1 WGRS(3)191-2 

WGRS(3)202-1 WGRS(3)202-2 WGRS(3)209-1 WGRS(3)209-2 

Figure S3. Cont.  



WGRS(3)213-1 WGRS(3)213-2 WGRS(3)215-1 WGRS(3)215-2 

WGRS(3)217-1 WGRS(3)217-2 WGRS(3)229-1 WGRS(3)229-2 

WGRS(3)239-1 WGRS(3)239-2 WGRS(3)261-1 WGRS(3)261-2 

Figure S3. Cont.  



KASP_JS9383-1 KASP_JS9383-2 KASP_JS9388-1 KASP_JS9388-2 

KASP_JS9387-1 KASP_JS9387-2 KASP_JS9382-1 KASP_JS9382-2 

KASP_JS9379-1 KASP_JS9379-2 KASP_JS9376-1 KASP_JS9376-2 

KASP_JS9373-1 KASP_JS9373-2 KASP_JS9166-1 KASP_JS9166-2 

KASP_JS9385-1 KASP_JS9385-2 KASP_JS9168-1 KASP_JS9168-2 

Figure S4. SNP genotyping of KASPTM markers for two parents, F1, 178 individuals of the F2 population. 

Genotyping of previously reported 10 KASP makers to construct a genetic linkage map. KASP_JS9383-1 and 

KASP_JS9383-2 represent scatter plotting of a KASP_JS9383 marker for F2 individuals from 1 to 89 and from 90 to 

178, respectively. 



Figure S5. Evaluation of disease severity using leaf lesion (LL) area. The leaf lesion (%) was measured by 

calculating the ratio of GSB lesion area to the total leaf area on infected plants. Where 0, no leaf lesion; 5, 5% leaf 

lesion; 25, 25% leaf lesion; 50, 50% leaf lesion; 75, 75% leaf lesion; 100, 100% leaf lesion. 
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Figure S6. Symptoms caused by Didymella bryoniae on stem and petiole of test plants. Stem blight (SB) was scored 

at a scale of 0~3: Where 0, no symptoms; 1, moderate symptoms; 2, slight necrosis; 3, severe blight symptoms. 
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