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Table S1. Volatile compounds emitted from non-manipulated and SSB-infested plants (24 h) of as-aos1, as-a0s2 and wild-type lines. Data represent mean amount (% of
internal standard peak area, +SE) of five replications. Letters in the same row indicate significant differences among treatments (P < 0.05, Tukey's HSD post-hoc test).

No. Chemical WT asl-5 as2-20 WT+5SB as1-5+55B as2-20+5SB
1 2-heptanone 3.52+0.82b 1.07+0.05b 2.64+1.85b 41.39+7.63a 36.59+12.05a 19.8+7.37ab
2 2-heptanol 2.68+0.14c 2.83+0.94c 1.81+0.96¢ 34.06+4.65a 15.75+4.01b 12.76+4.58b
3 a-thujene 0.63x0.25bc 0.40+0.19¢ 0.550.36¢ 3.06+0.45a 0.81+0.33bc 0.86x0.4bc
4 a-pinene 0.71+0.33a 0.18+0.1a 0.66+0.49a 0.45+0.23a 0.79+0.34a 0.58+0.24a
5 myrcene 5.53+1.42a 4.03+0.68a 3.12+¢1.17a 4.03+0.42a 5.23+0.58a 4.44+0.88a
6 (+)-limonene 8.74+1.1c 9.57+6.17bc 6.09+3.41c 21.39+3.83a 22.74+3.52a 10.89+0.58bc
7 (E)-linalool oxide 0.95+0.19b 1.78+1.56ab 0.86+0.12b 7.29+1.75a 4.76+1.76ab 3.63+1.25ab
8 linalool 12.93+6.8bc 4.28+0.12¢c 7.47+1.15bc 87.45+14.05a 61.99+23.6ab 28.72+6.28bc
9 methyl salicylate 1.68+0.79a 0.89+0.14a 1.11+0.19a 2+1.03a 2.39+0.8a 2.49+1.24a
10 unknown 1 3.08+1.08a 1.56+0.12a 5.03+2.07a 1.21+0.33a 0.95+0.24a 0.45+0.05a
11 unknown 2 0.77+0.54a 0.69+0.01a 1.35+0.49a 2.22+0.56a 4.16+2.36a 2.89+1.47a
12 a-copaene 4.62+1.65b 3.79+1.56b 2.94+1.48b 11.11+2.44a 4.66+1.19b 4.87+1.04b
13 n-tetradecane 0.35+0.08b 0.21+0.13b 0.37+0.04b 33.40a 1.45+0.49b 1.19+0.59b
14 sesquithujene 2.05+1.18a 1.5+0.35a 3.58+1.58a 3+0.8a 2.79+0.57a 11.81+6.66a
15 (-)-a-cedrene 1.66+0.56a 0.94x0.21a 2.86+1.07a 1.21+0.25a 1.3+0.23a 9.46+5.42a
16 (E)-p-caryophyllene 4.86+0.87b 1.95+0.16b 1.92+0.52b 16.2+1.16a 5.72+1.48b 5.9+1.23b
17 (E)-a-bergamotene 2.09+1.46ab 2.15+1.22ab 0.97+0.2b 9.68+3.23ab 10.34+2.46a 5.06+0.99ab
18 sesquisabinene 2.14+1.47a 1.9+41.09a 2.99+1.05a 8.66+2.77a 8.62+2.02a 5.84+1.83a
19 (E)-B-farnesene 1.98+0.39a 1.68+0.16a 3.17+1.27a 3.98+1.29a 3.57+0.94a 4.02+1.85a
20 ar-curcumene 3.53+2.47a 2.62+0.64a 3.04+1.1a 6.88+1.75a 7.41+1.27a 12.22+5.32a
21 Zingiberene 6.81+2.47a 3.77+1.32a 12.81+7.69a 22.54+7.63a 19.73+5.38a 12.1£3.42a
22 [B-bisabolene 5.06+3.49a 2.86+0.37a 5.82+2.61a 13.08+4.08a 12.27+2.94a 20.4+9.6a
23 [-sesquiphellandren 5.99+3.49a 3.75+0.75a 2.79+0.24a 18.64+5.98a 18.82+4.38a 11.64+2.98a
24 (E)-y-bisabolene 2.94+1.29a 2.52+1.87a 2.25+1.05b 10.4+3.51a 7.9+2 46a 2.54+1.99a

Total 85.3+34.33 56.92+19.91 76.2+32.16 363.33+69.82 260.74+75.4 194.56+67.26
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Table S2. Primers and probes used in this study
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Gene name TIGR ID Description Forward primer (5’-...-3’) Reverse primer (5’-...-3’) Probe (5’-...-3°)

0sA0S1 0s03g55800.1 RT-PCR GCTAGTAGCTAGCTCGGGGA CAGTGCAACTCCGTATCCGT

0sA0S2 0s03g12500.1 RT-PCR TTTGCCATCGTGGACACACT GCTATGTACGTGGGGGAAGG

OsAOS1 0s03g55800.1 QRT-PCR TGATCACCAAGTGGGTGCTG CGAGTGGAGGAGCGTGTCC CTCAGCCCGCTGCTCAGCCTC
0sA0S2 0s03g12500.1 QRT-PCR TGCCCATGATCATCGAGGAT TGTAGTCGGAGCTGATGAGGAA CTCCTCCACACGCTGCCGCTG
OsACT 0s03g50885 QRT-PCR TGGACAGGTTATCACCATTGGT CCGCAGCTTCCATTCCTATG CGTTTCCGCTGCCCTGAGGTCC




plants mDPI

(a}
1 GAATTGACACCATCTGCACACCTGCACCTGCACCTSCACGGCCGTGECT! TTECAGTTGGAGCTAGTAGCTAGCTC AGTTCATCGGATCAAGGGS
i GEGATEGCCACGGCGGLGGCTTGCATCICGTTCGCITCGCCGTCGCCGGCGCGCGTCETGATCAGGCGGCAGACGCEGGLGTCEGCGICGGRCGTCGGCGACGEACCGGCAGGARGTGGTG
M ATAAACTI S FABPEPARYVYY I AROCHRLIAEABAEAMTED R e@EVYVV
241 TCGCCEARGCGGLGGCTGCCECTSL GCC ""iPW?W"““‘GGTG@SCGCGKTCCGGG&MTICGAGTMTTCT&CGGCCCGGGCGGCCGCG&CGG‘TTCTTC
P X R R L PLZRIEKTYFP P A I R E ¥ ¥ YT a P
361 GCOGCGGGCu'l'GMCGCGC.I\COGCTCGR.CGG"GG'l'.yCGCCTC.U\CJ\TGCmCCCGGGCCG‘l“.l'CGTGGCGCGCGRCC..GCGGGTGGTG\:CGCTGCTCGJ\CGCDECCTCCT’CCOCGTCCTG
A ARV RAHRRGSESI[ETYT VR P F VYV AR R A S F P L
481 TmCG\TCGCTCGTCG\ACMGACOG\MC"CTT..I\A‘.‘CGGCACCTTCA'!GCCGTCC&CDGACCI‘CACCGGCGGGTRCCGCGTUCTCI‘OCT.\CCTTGJ\CCCCICCGBGCCCM‘CACGCG
FDTEL DETDILTPFTGTUPFMHTPSTODILTAG ¥R L Y L D P[EE P N H A
601 CCDCTmCCTCCTCTTC'L‘mTCCTCTCCC-l"CGGCGGCA.GCRGGTGRTCCCCMGTTCCGCGJ\.GGTGTACG\;CGMCTGHC;GCCTC&TGGRWCTCGCCCG‘GTCMC
# E X T L LYY LELEEHNRSERGO QYTITRET¥HEEY Y &b LY@ LNTEEIDL LRV @
T21 ARGGCCGACTTCGGCGTCCACAACGACGCCGCCGCITTCGGCTTCCTCTECCAGGGEC TCCTCGGCCGCGACCCGGCCARGTCEGC G TGGEGCGCGACGGGCCCAAGCTGATCACCAAG
E A D P &Y HNDAMALAMLTPFTOGEG?PYLEQ@ESEGLTLERDTZ??AEXEFEALLERDNDED ETLTT®THE
B41 TGGGTECTGI TCOAGCTCAGCCCGCTGLTCAGCCToGGCCTCCCCACCCTCGTCGAGEACACGCTCCTCCACTCGCTCCGCCTCCCGCCGECGCTGGTRAAGAAGGACTACGAZCGCCTS
N WA O 8. P R R LG LR rnviEn e T e midglEE LR pOX Loivw WK DSy DiinE
961 GCCGACTTCTTCCGGGACGCEGCCARGECCGTCGTIGAL GCCTCGGCATTGCAL CGTGCACAACATCCTCTTCGCGCTCTGCTTCARCTCGTTCGGCGGG
A D F ¥ B D AAEKENXY VYV DHEEERLOGTANDETAALVENZILTYTILLEFAErF G
1081 ATGAAGATCCTGTTCCCGACGCT T3GGCCGCGCCGaGGOECG TG TGCACGEGCGGCTCGCCACCGAGGTIGCGCGGCSCCETGCGGGACAACEGE 'aACGATG
XM X I L F P T LV EWLOGCHRAZTCECDILMZERUY I ¢ DD
1201 ARGGCECTGECGEAGATGCCECTEETGAAGTCGGCIGTGTAC TGCGEATCEAGCIGCCGETCGCEATGCAGTACGGGAGGSCGARGCGEGACATGETGETGGAGAGICACGAC
E AL A E N PLV K S A Y Y E A LRTITET PZPV AMHZ DYGEGRAMEKT EREDMMYVYTESESHD
1321 TACGGGTAC! ‘GTTCGGGTACCAGCCCATGGCGACCAAGGACCCGCGGGTGTTCGCGCEGCL GTGCCEGACAGGITCCTCGGIGAGGAT
¥ € ¥Y E VYV B E GEMULUPGCYQgQ?? M A[Mxp »r R Y PADRPDPEEREY ?»DRPLCGCETED
1441 GGCGLECGECTGCTCCGCCACGTOGTGIGGTCCAACGGGCCCGAGALGGCGGLGCCCACCCTGCACGACARGCAGTECGLCGGCARGSACTICGTICGTECTOGTCGCGCGCCTICTCCTS
e s e e EgAEgE 0 F Y V LV AR L LL
1561 GTCGAGCTCTTCCTCCGATACGACTCCTTCGACGTCGAGGTCGGCACCTCCACGCTCEGCTCATCTGTCACCGTCACCTCGCTCAAGARGGECCACCTTCTGACCACCGCCGGTCARRGTC
¥y 2 r e x rYof@roveEvaearTarnaeafgvyryrifglsexxz:erx>
1681 TCCGGCGCCCGGTCATCTTATTTTICCGICCTCTTCT u.ul.m..lnMThn TTAGTAGTATTAGTAATTTTTTCACTCTGTATGGTGIGATCAATCAGC TTGTACGGATACGGAGTTIGCA
1801 TTTCT? T T T ITCACAATTACT T TAAAAAATCATAT TAATATAT T TTTCAAAT TTATT TTAACT AAAAAAAAAAMAAAR
(b}
1 AGAGAGTGTGTC TATTCAGTCTCCCCTCTCATTTCTCIGCCACCTCATCACT TTTGCCATOGTGGACACACTATCACCAGGC TCCAGCTARTTTTTTTCAATTGTACGTGC
121 TCTTAGTCGACGTACGTCCAAT TTCT TTC TCCAAGRAAGARC GCCGAACAAGCGLCGACGARAARCGGTICCICGTTATTTCTCTCCAACGLCGCGLGCACGGGCTATTTCTACCCCCGOT
241 GCC TTAGECGTCCAAAGTTTC TCATCGTGAA CAAAGANCAACAACTCGGAGCAAAGCTAGCTARCGARGTTAGTTCCARACAAAGCTAGCTTATCG
361 CGATTAGCTAGCTAGAAGAGAGTTAGCTAGGCGCC CTAGGCGETGCCACTECCACGACGGCCCGIGCCCGETAGCTACGECGIGCCGTTCATCTCGGCGGTGCGCEACOGCCTCG
M EL GV PLPEFRRTPUVTEOGIEYOGGY PFV S AVRDTZ RI
481 AHTCTMTETTWNGTACT:CMTN‘- GCGCL TAL n#TcCACCGTCGl‘CCGC&TMGTEC»G&TGGCCC&HCATGGCGCGCMCOCOGCG‘PGG
¥ *TLOGOD EKFIFERE s R ARBREGS ™Y VARTI NV M A RD PR V
€01 TGGCGCTCC"‘CGH.DOCMA.GCTTCCCCGNCTCTTCGACG'ICOCCMGG'l'OGAGMCGOGACGTG'l'I‘CMCOGCACGTTC&TGOCGTCCACC!‘CCC’DCACCGGCGOCTRO@CG?CT
¥ A .1 DA X 8 F B ¥Y L F DY AEYTEXERDY FTGETYMEMER gl eE e
721 GCGCCTACCTCGACCCGTCCRAGCCCARACCACGCCAAGATCARGCAGC TGCTCCTCTCCCTCCTGGTC T TCGCARGGACGCCTTCGTICCCGGTCTTCOSCTCCARCTTCEGCECGCTCC
¢ A Y L. b PEE? "B AXTI EQILITLTILSILLV[EEREZEZDNAFUY P VY FERSHNTFGH LTI
B41 TCGACACCGTCGAGTCGCAGCTCGCGAGGGOGGCGGCAAGTOCGACT TCACCGICCTCARCGATGCCACCTCCTTCGAGT TCATCGECGAGGCGTACTTCGGCGTGCGTCCCTCCGOGT
L DT VES QLALSECGECCTET SHDTP®TATIHNDAMT F E ¥ I ¢ FE LAY P SV R D 2
961 CGAGCTCCCTCGGCACOGGCGGGCCGACCAAGGCCGCCCTGTGECTCCTATGGCAGCTCGCCCCGCTCACZCACGCTCGGCCTGCC TCAT CGCTCCTCCACACGCTGC
s@s 1 5 46 » * XA ALNWNELILWS2IIAZPELT®*L.G@L PKTITI®SEDT@P®PLILBETHL:L
1081 CGCTGCCACCCTTCCTCATCAGCTCCGACTACAAGGCGCTGTACGCGTACTTCGLCGOCGCEECGTCGCAGELGCTCGACECOGEL TTEGCCTGTCGL CTGCC
P L P » PL IS 8 Dp[Eleari[BaryvyPArarirnggarcLoDpaaraantctoeleLl[ferzznrnce
1201 ACAACCTGCTGTTCGCGACGGTGTTCAACAGCTACGGCGECT TCARGC TGC TGCTCCOGCAGATCCTGTCGCGOGTCGCGCAGGCCGECGAGA TCCAC TCGCCGUGGAGA
H WL LPATTYVYTPFHNSZY¥YGEPF KLLLTPEAE@TILS EHRYAQA ALGECEEZX L E NN
1321 TACGGRAGCGCGGETEGCOGACGCCGECGEIAACGTGACGCTGGCCGLTC CTGACCASGTCGGTGGTGET GCTGL CCGCCGGTCAGGTTCCAGT
IRSIV&DIGGHVTLI&&EKHELERE?V'IILREDP?VR?Q
1441 ACGGGOGCGCCARGGCOGACCTGGAGA TCGAGAGCCACGACGOG TCGT TCGCGAT CARGAALGGGGAGATGC TG T TCGGCTACCAGCLGTGCGCCACCAGGGACCCGCGEETGTICGGLG
¥ @6 R A K A DL B I E 838 HD AM 2 FATIERKIEKTUGTEMHEHTILILU FGE?Y D ECATHR RTELDTERYTFEFO
1561 CCACGEC TTOGTCGGCGACCGETTCGTCGGEL AGCTGCTGCARTACGTGTACTGGTCGAATEGGL AGAACCCTAGCGTTGACAACAAGCAGT
A@laA R EF V&P RPF¥VGEESGRIKTLTILG YV Y ¥ 5 G R EFTES~TP? 5 v HRKGZ g
1681 GCCCCOECAMGAACCTGETGETGCTCGT! TGTTGCTCGTCGAGCTCTTCCTCCGETACGACACCTICACCGCCEAGGECGECARIAAGGTGGTCATCACCGGGETCACCALAG
EBSEEeE L vV YV L V6 R L L LY ELTTILRTYDTT?PTATEH BRBSGIET KTYUVYI1ITGTVTHE
1801 C'I'.l‘CMCC'IIE]CGCCGTmTCGTMTGCTTMCGGCC.A'.I'CAC'1'1.‘CRGGCG'IGGG'IUG'.I‘CG)\TC.lTCC.RICTmCCRGCTCDGTCCTMGCATRmTMGmTMTCﬂMm
A 3T AV NRTT
1921 ATTCTTGCATGGCTAAACACTAC TAR TAAG TGTATGTATTCTGT TTAT T TG T TCEAT TCCATATTTGTAATTITGT TG T TAT TGT TTCCTGTTGAATTACGATTGTGTATTTTACAGGGC
2041 TGACAGTGTCTTTARACACCTCTAATATSTATCGGATCAATCTGCCCTAGTCATE TCTAAT TTGTGARGATCCACTTTC TTTAAT TATTCARTCATGCATTTITTTTTCTTCTTTGTCGT
2161 CETCCTTCCCCCACGTACATAGCACT TCATATCTC T TAGAR T ARRACARGTARTCTTTACCTGT TG T TCoAATAT TAT TACTCCCTCTGTGTTTTTAARTATATGACGATGTTGATTITT
2281 GACAGCGATGT TAARTCATTTIGTCTTAAT TARRAARATATAARTACTT TTTTATT TTATTGIGACT TATT TTATCATCARAAGAAGC TATATGTAAT T TTAACTTATGCTTTTACATATT
2401 TATATTAATTTTTARATARGACGAATGGTAARCATTATAACARGTCAACGGCATCATAAATAAAR

Figure S1. The nucleotide and deduced amino acid sequence of OsAOS1 (a) and
OsAOS2 (b). Gray shading indicted P450 family, red frame indicted phosphorylation

site.
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Figure S2. Alignment of the nucleotide (a) and amino acid (b) sequence of OsAOS1
and OsAQOS2. The blue shading indicates the bases that are identical in the two

sequences.
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Figure S3. Expression levels of OsAOS1 and OsAOS?2 in rice plants that were treated
with SA. Mean expression levels (relative to expression levels of OsACT, +SE, n = 5) of
OsAOS1 (a) and OsAOS2 (b) in rice leaf sheaths that were treated by buffer (BUF) or
salicylic acid (SA).
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Figure S4. The transformation vector used to generate the as-a0s1 and as-aos2 lines.
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as1-3 as1-5 as1-10 as2-10 as2-20 as2-58
Xba | X 1 Eco 1 - Xba | coR 1

Figure S5. DNA gel-blot analysis of as-a0os1 and as-a0s2 lines plants. Genomic DNA
was digested with Xbal or EcoRI. The blot was hybridized with a probe specific for
reporter gene gus. Hybridization was created using the DIG High Prime DNA
Labeling and Detection Starter Kit II (Roche). All as-a0s lines have a single insertion of

the transgene.
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Figure S6. Expression levels of OsAOS1 and OsAOS2 in as-ao0s1, as-10s2 and wild-type
plants that were infested by SSB. (a) Mean transcript levels (relative to expression
levels of OsACT, +SE, n = 5) of OsAOS1 in as-aos1 lines and WT plants that were
individually infested by SSB for 1 h. (b) Mean transcript levels (relative to expression
levels of OsACT, +SE, n = 5) of OsAOS2 in as-aos2 lines and WT plants that were
individually infested by SSB for 1 h. Asterisks indicate significant differences between
treatments and controls (*P < 0.05, Tukey's HSD post-hoc test).
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Figure S7. Expression levels of OsAOSI and OsAOS2 in as-aosl, as-aos2 and WT
plants that were infested by SSB. Mean transcript levels (relative to expression levels
of OsACT, +SE, n = 5) of OsAOS1 (a) or OsAOS2 (b) in as-aos1 (as1-5), as-a0s2 (as2-20)
and WT plants that were individually infested by SSB for 3 h. Asterisks indicate
significant differences in as-aos lines compared with WT plants (*P < 0.05, Tukey's

HSD post-hoc test).
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Figure S8. Growth phenotypes of as-a0s1, as-a0s2 and WT plants at one-week-old

seedling stage, tillering stage and heading stage.
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Figure S9. The setup used for herbivore bioassays.



