Supplementary material 6: Base peak ion chromatogram for NIST SRM1950 in positive ionization mode metabolomics data

Base peak chromatogram, m/z: 84.1565 - 1287.8771
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Supplementary material 6: Base peak ion chromatogram for NIST SRM1950 in negative ionization

Base peak chromatogram, m/z: 84.1565 - 1287.8771

mode metabolomics data

8.0E7
7.8E7
7.6E7
7.4E7
7.2E7
7.0E7
6.8E7
6.6E7
6.4E7
6.2E7
6.0E7
5.8E7
5.6E7
S5.4E7
5.2E7
5.0E7
4.8E7
é‘" 4.6E7
4.4E7
4.2E7
4.0E7
3.8E7
3.6E7
34E7
3.2E7
3.0E7
2.8E7
2.6E7
2.4E7
2.2E7
2,087
1.8E7
1.6E7
1.4E7
1.2E7
1.0E7

Base peak intensi

2.0E6
0.0E0

02,0279

B8.0E6 |} gzss
&.0ES
4.0EG

367.1581

540.3203

330.2323

33p p3aa

ETH.2325
403.3062

4763783

SEE [4E1

116.9284

116.0282

0.00

0.50

1.00

1.50

2,00

2,50

2.00

2,50

4.00

4.50 5.00 5.50
Retention time

= %T_160710_M231_002 raw

6,00 6,50 7.00 7.50

2,00

250

9.00

9.50

10,00



Supplementary material 6: Base peak ion chromatogram for pooled plasma in positive ionization mode metabolomics data

Base peak chromatogram, m/z: 84.1565 - 1287.8771
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Supplementary material 6: Base peak ion chromatogram for pooled plasma in negative ionization mode metabolomics data
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Base peak chromatogram, m/z: 84.1565 - 1287.8771
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