Supplementary material 5: A) Base peak ion chromatogram representing separation of different lipid species in positive
ionization mode

Base peak chromatogram, m/z: 99.0082 - 1515.1304
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Supplementary material 5: B) Base peak ion chromatogram for D11_0OH_CPT plasma in positive ionization mode lipidomics data

XIC (base peak), m/z: 99.0082 - 1515.1304
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Supplementary material 5: C) Base peak ion chromatogram for D11_0OH_CPT plasma in negative ionization mode lipidomicd data

XIC (base peak), m/z: 99.0082 - 1515.1304
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