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Figure S1. HPLC Chromatogram of Ternstroemia sp.
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Figure S2. HPLC Chromatogram of Alnus sp.

1,000
mAU
—— WVL:280 nm
7504 | —— WVL:320 nm
= —— WVL:350 nm
é —— WVL:254 nm
= 500
8
c
@
Q
S 250
Q
<
04
_200 r T T 1
0.0 5.0 10.0 11.0
Time [min]
Figure S3. HPLC Chromatogram of Balanops sp.
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Figure S4. HPLC Chromatogram of Anredera sp.
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Figure S5. HPLC Chromatogram of Cestrum sp.
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Figure S6. HPLC Chromatogram of /lex sp.
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Figure S7. HPLC Chromatogram of Dendrilla sp.
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Figure S8. HPLC Chromatogram of Balanophora sp.
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Figure S9. HPLC Chromatogram of Aapftos sp.
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Figure S10. HPLC Chromatogram of Rhaphoxya sp.
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Figure S11. HPLC Chromatogram of Fucraea sp.
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Figure S12. MTT assay of fractions at 100, 50 and 25 pg/ml
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Figure S12 (contd). MTT assay of fractions at 100, 50 and 25 pg/ml.
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Figure S13. Base peak ion chromatogram and full mass spectra of Ternstroemia sp., fraction 4.
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Figure S14. Base peak ion chromatogram and full mass spectra of Alnus sp., fraction 4.
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Figure S15. Base peak ion chromatogram and full mass spectra of Anredera sp., fraction 1.
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Figure S16. Base peak ion chromatogram and full mass spectra of Cestrum sp., fraction 1.
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Figure S17. Base peak ion chromatogram and full mass spectra of Dendrilla sp., fraction 3.
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Figure S18. Base peak ion chromatogram and full mass spectra of Balanophora sp., fraction 2.
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Figure S19. Base peak ion chromatogram and full mass spectra of Aaptos sp., fraction 6.
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Figure S20. Base peak ion chromatogram and full mass spectra of Rhaphoxya sp., fraction 6.
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