
Supporting Information Figure S1.
Scaled Principal Component Analysis of all the biological replicates of proteomes of Douglas-fir organs with (a)
individual plot of the proteomic quantitative analysis and (b) the correlation circle plot associated (proteins are
represented by dots). Values for x and y axes are those of PC1 and PC2, respectively.
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Supporting Information Figure S2.
Scaled Principal Component Analysis of the GO abundance of the molecular function of the 12 proteomes of Douglas-
fir with (a) the individual plot and (b) the correlation circle plot associated with GO terms. Values for x and y axes are
those of PC1 and PC2, respectively.
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