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Supplementary Figure S2: GSEA analysis comparing uveal melanoma patients under high and low risk
scores
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Supplementary Figure S2: GSEA analysis comparing uveal melanoma patients under high and low risk
scores, we observed significant enrichment scores (NES) for several biological processes. Specifically, we
found notable enrichment in the inflammatory response, epithelial to mesenchymal transition, and
interferon gamma response. These findings suggest that there may be distinct molecular signatures
associated with high and low-risk groups, potentially reflecting differences in immune activation, cellular
plasticity, and response to interferon gamma signaling. These enriched biological processes shed light on
the underlying mechanisms and pathways involved in uveal melanoma progression and may have
implications for understanding disease heterogeneity and identifying potential therapeutic targets.



