
 

Supplemental Table S1. PCR TOPO cloning Primer Pairs Sequences and Amplicon Sizes. 
 



  

Supplemental Table S2. Quantitative Real-Time PCR Primer Pairs. Amplicon sizes are within the range from 80 to 250 
bp. 

 

  



  

Supplemental Table S3. Summary of Identified Mutations. 

 
 
  



  

Supplementary Figure S1: Colony formation in SIT Media. Control and 100 μM DETANO treated cells were evaluated 
for growth in serum-free media supplemented with 5 ng/ml selenium, 5 g/ml insulin, and 5 g/ml transferrin (SIT). 1x105 
cells were plated in 60 mm dishes with SIT media and maintained for three weeks. When compared to control, MCF10A 
cells previously maintained in 100μM DETANO formed colonies in the SIT media. 

 

  



  

Supplementary Figure S2: Cytogenetic Analyses. Fig 4A. A dicentric Chr 1 composed by two Chr 1 long arm region 1 , 
band 1; a derivative Chr 1; a translocation between Chr 3 short arm region 1, band 3 and Chr 9 short arm region 2, band 
2; an isochromosome 8 form by two Chr 8 long arm region 1, band 1; a translocation involved partial Chr 9 Chr 3 & Chr 
5; a deletion of Chr 21; and a translocation between Chr X short arm region 2, band 2 and Chr 21 long arm region 2, 
band 1. Fig 4B. Chromosome 21 was showed here in green by whole chromosome painting. The Chr 21 appeared normal 
in this FISH assay. TIMP1 is stained in orange. An Aqua X Control probe for region Xp13.2 stain. Fig 4C. Spectrum 
karyotyping of Control, 100 or 1000 mM DETANO treated MCF10A cells. Control: 47, XX, del (1), +i (1q), del (3), add 
(8), der (9) t (5; 3; 9). 100 uM: 47, XX, dic(1;1)(q11;q11), +der(1),t(3;9)(p13;p22), der(8) i(8)(q11;q11), t(5;3;9). 1000 uM: 47, 
XX, dic(1;1)(q11;q11), +der(1), t(3;9)(p13;p22),  i(8)(q11;q11), t(3;5;9). 
 

 



  

 

 

 


