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Supplemetary Figures and Figure Legends
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Figure S1. Flowchart diagram of the analysis process of this study.
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Figure S2. Drug sensitivity analysis among immune subtypes.
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Figure S3. The TMB between expression groups of subtypes

Figure S4

A B

B GOBP_WMUSCLE_FILAMENT_SLIDING 02 subtype
GOBP_CHONDROCYTE_DEVELOPMENT c1
GOMF_EXTRACELLULAR_MATRIX_BINDING

GOBP_NEGATIVE_REGULATION_OF_MUSCLE_CONTRACTION 01
GOMF_COLLAGEN_BINDING Mc:
GOCC_MICROTUBJLE_END

GOMF_PLATELET_DERIVED_GROWTH_FACTOR_BINDING 1]

GOBP_RESPCNSE_TQ_MUSCLE_STRETCH

GOCC_FIBRILLAR_COLLAGEN_TRIMER
GOBP_REGULATION_OF_PROTEIN_LOCALIZATION_TO_SYNAPSE -0.1
GOMF_ODORANT_BINDING

GOMF_OLFACTORY_RECEPTOR_ACTIVITY

GOBP_SENSORY_PERCEPTION_OF_SMELL 02
GOBP_DETECTION_OF_CHEMICAL_STIMULUS. l

GOBP_SENSORY_PERCEPTION_OF_CHEMICAL_STIMULUS
GOBP_DETECTION_OF_STIMULUS_INVOLVED_IN_SENSORY_PERCEPTION

| GOMF_RNA_BINDING_INVOLVED_IN_POSTTRANSCRIPTIONAL_GENE_SILENGING
GOBP_CYTOLYSIS
GOBR_NEGATIVE_REGULATION_OF_PHOSPHATIDYLINOSITOL_3_KINASE_SIGNALING
GOBP_NEGATIVE_REGULATION_OF_PROGRAMMED_NECROTIC_CELL_DEATH

GOBR_POSITIVE_REGULATION_OF_TRANSLATIONAL_INITIATION
GOBP_3_UTR_MEDIATED_MRNA_STABILIZATION

é

3

@

|

GOMF_TRANSLATION_ACTIVATOR_ACTMTY
GOBP_REGULATION_OF_TRANSLATIONAL_INITIATION
GOCG_DNA_PACKAGING_COMPLEX
GOBP_CHROMATIN_DISASSEMBLY
GOBP_POSITIVE_REGULATION_OF_TRANSLATION
GOSP_PROTEIN_DNA_COMPLEX_DISASSEMBLY
GOBP_URATE_METABOLIC_PROCESS
GOBP_SINGLE_STRAND_BREAK_REPAIR

KEGG_ECM_RECEPTOR_INTERACTION
KEGG_HYPERTROPHIC_CARDIOMYOPATHY_HCM

KEGG_DILATED_CARDIOMYOPATHY
KEGG_GLYCOSAMINOGLYCAN_BIOSYNTHESIS_CHONDROITIN_SULFATE
KEGG_GLYCOSAMINOGLYCAN_BIOSYNTHESIS_ KERATAN_SULFATE
KEGG_ARRHYTHMOGENIC_RIGHT_VENTRICULAR_CARDIOMYORATHY_ARVC
KEGG_GLYCOSPHINGOLIPID_BICSYNTHESIS_GANGLIO_SERIES
KEGG_TGF_BETA_SIGNALING_PATHWAY
KEGG_NUCLEOTIDE_EXCISION_REPAIR

I KEGG_OLFACTORY_TRANSDUCTION
KEGG_AUTOIMMUNE_THYRCID_DISEASE
KEGG_CYTOSOLIC_DNA_SENSING_RATHWAY

KEGG_COMPLEMENT_AND_COAGULATICN_CASCADES
KEGG_RIG_|_LIKE_RECEPTOR_SIGNALING_PATHWAY
KEGG_TOLL_LIKE_RECEPTOR_SIGNALING PATHWWAY

KEGG_PRIMARY_IMMUNODEFICIENCY
KEGG_STARCH_AND_SUCROSE_METABOLISM
KEGG_PORPHYRIN_AND_CHLOROPHYLL_METABOLISM
KEGG_DRUG_METABGLISM_CYTOCHROME_P450
KEGG_METABOLISM_OF_XENOBIQTICS_BY_CYTOCHROME_P450
KEGG_ASCORBATE_AND_ALDARATE_WMETABOLISM
KEGG_PENTGSE_AND_GLUGURONATE_INTERCONVERSIONS
KEGG_DRUG_METABOLISM_OTHER_ENZYMES
KEGG_LINOLEIC_ACID_METABOLISM
KEGG_ARACHIDONIC_ACID_METASOLISM

B, o
01 c1

0o g2
; | [
-0.05

-0.1

-0.15

| B

Figure S4. Enrichment analysis of immune subtype related pathways. GO analysis (A) and

KEGG analysis (B) of subtype-related ssGSEA.
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Figure S5. The clustering diagram of HNSCC sample.




