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Supplementary Figure S1. scRNA-seq data quality control of alpaca’s PBMCs in each 

sampling time. Violin plot for the distribution of (A) gene number, (B) UMI number. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

Supplementary Figure S2. Violin plots show the expression levels of mark genes in each subset 

of monocyte.  

  



 

Supplementary Figure S3. Feature plots show the expression levels of mark genes in each T 

cell subset. 


