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Figure S2

Cl7orf51
WEEI

ONECUTI

MAGII

TMF1

HSPA4L

NBEAL1

SMGIPI

TAOKI

REV3L

GMFG

ADGRB3

POLE

DLG3

ZNF83

NT5C2

ZNF344

AP2A2

ZNF577

MMACHC

ECMI

) ARHGAP45
APLNR

C 1SM1
@ Xbac-BPG24.

O SRE

RP11-465B22.3
SHANK3

1SG15

DIXDCI
GUCYI1A2
PALM2-AKAP2

III Parental 4
I I Parental 3
I Parental 2

Parental 1

Resistant 2

I - Resistant 1
I II Resistant 4

Resistant 3

4

Matrix Values
lE T a
2.2 2.2



Figure S3
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Figure S5
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