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Figure 3. The expression of DEGs (in Agrobacterium cells treated with tea leaves) enriched in KEGG 
pathways (ko02020, ko02010, ko03070) assigned to the category environmental information pro-
cessing. (A) ko02020, two-component system. (B) ko02010, ABC transporters. (C) ko03070, bacterial 
secretion system. The highlighted genes were discussed in more detail. The expression values were 
present as lg (FPKM). The highlighted genes are discussed in more detail. 

The tatA (atu1706) involved in twin-arginine targeting (tat), avhB1 (atu5162), and traG 
(atu5108) involved in T4SS were up-regulated by 1.41-fold, 1.83-fold, and 2.08-fold, re-
spectively, when comparing tea to tobacco on day 0 (Figure 3C and Table S5). On day 3, 
the genes in the protein secretion system sec/SRP (secA, secB, secD, secE, secG) were all 
down-regulated in the tea group; T4SS genes were all down-regulated, except for virB1 
(atu6171) and traG (atu5108); T6SS genes, impL and clpB, were up-regulated (Figure 3C and 
Table S5). On day 4, the sec/SRP genes secG, prlA and ffh were down-regulated; T4SS 
genes, virB1 and traG were up-regulated but other T4SS genes (avhB4, avhB5, avhB6, 




