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Figure S1. The alignment of full rhodopsin domains of all the RhoPDEs. The predicted transmembrane helices were labeled from 

TM0 to TM7. CfRhoPDE2, 3 and CpRhoPDE1, 2 have no cGMP hydrolysis activity with shorter N-terminal fragments. The 
deeper background color, the more conserved residues in the sequences. 


