DMR6

B.distachyon Bradi5gl9240
O.sativa 0s04g49194
O.sativa 0s10g39140
S.bicolor Sb01g030560
ZMFNSI-1/ZmDMR6
B.distachyon Bradilg77040
O.sativa 0s03g03034
S.italica Si036512m.g
S.bicolor Sb01g049030
Z.mays_ GRMZM2G475380
A.coerulea v1.008143m.g
E.salsugineum TP2g22820
C.rubella 006921660

AtDMR6

A1DMR6

C.sativus Cucsa.273300
S1DMR6

M.guttatus mgv1a009622m.g
VVDMR6 . 1

C.papaya_ 16416436

VvDMR6 . 2

R.communis 29866.t000021
M.truncatula Medtr3gl122530
G.max_Glyma04g227900
G.max_Glyma06gl137000
G.max_Glyma06gl14190
E.grandis vl 0.018520m.g
E.grandis vl 0.018494m.g
E.grandis vl 0.018496m.g
P.persica ppa008269m.g
C.clementina 0.9 015118m.g
P.persica ppa02238lm.g
P.persica ppa019415m.g
C.clementina 0.9 032642m.g
C.clementina 0.9 012078m.g
DLO

B.distachyon Bradi5gl9250
O.sativa 0s04g49210
S.italica Si010491m.g

—————————————————————————— MANQLLST---VSCHDTLPEGYARPESDRPRLAE
————————————————————————— MATTQLLST---VEHRETLPEGYARPESDRPRLAE

____________________ MAAEAEQQOHQOLLST----AVHDTMPGKYVRPESQRPRLDL
__________________________ MAEQLLST-—-—-AVHDTLPGSYVRPESQRPRLAE
__________________________ MAEHLLST----AVHDTLPGSYVRPEPERPRLAE
__________________________ MAEQLIST-—---CAHETLPESYVRDAAERPRLDE
__________________________ MADQLIST-—-—-ADHDTLPGNYVRPEAQRPRLAD
__________________________ MADQLIST-—---AVHEELPENYVRPEAQRPRLHE
__________________________ MAEQLIST-—--AEHDTLPDSYVRPETQRPRLRE
__________________________ MAEHLIST----ADHDRLPDSYVRPETQRPRLRE

————————————————————————— MESSNVLLT---GTRYSNLPENYVRSVSDRPRLSE
—————————————————————————— MAAKLIST---GFRHTTLPENYVRPHSDRPRLSE
—————————————————————————— MAAKLIST---GLRHTTLPGNYVRPISDRPRLSE
—————————————————————————— MAAKLIST---GFRHTTLPENYVRPISDRPRLSE
—————————————————————————— MAATLIST---GLRHTTLPENYVRPISDRPRLSE
—————————————————————— MSSVMEIQLLCS—---GGRHEKLPEKYERPESDRPRLSE
—————————————————————————— METKVISS—---GINHSTLPQSYIRPESDRPRLSE
—————————————————————————— METKV-IS---GVHFSSLPASYIRPESDRPKLSE
—————————————————————————— MESKVLST---GIRYLTLPQSYIRPEPERPRLSQ
—————————————————————————— METKVLSS—---GVRYENLPENYVRPESERPRLAE
—————————————————————————— MDSKVLST---GIPFTTLPENYIRPESERPRLSE
—————————————————————————— MDTKVLSS—---GIRYSNLPESFIRPESERPRLSE
—————————————————————————— MDTKVLSS—---GIHYSKLPESYIRPESDRPCLSQ
—————————————————————————— MDTKVLSS—---GVQYSNLPESYIRPESERPRLSE
—————————————————————————— MDIKVLSS—---GVQYSNLPESYIRPESERPRLSE
—————————————————————————— MDIKVLSS—---GVQYSNLPESYIRPESERPRLSE
—————————————————————————— MEAKVISG---GTRFTSLPRSYVRPESERPRLSE
—————————————————————————— MEAKVISG---GTRFTSLPRSYVRPESERPRLFE
—————————————————————————— MEAKVISG---GTRFTRLPRSYVRPESERPRLSE
—————————————————————————— METKVLSS—---GFKYENLPEGYVRPESERPRLSE
—————————————————————————— MDTKVLSS—---GIRYTNLPEGYVRPESERPNLSE
——————————————————————————— MAAKLLSD-LASGVTCVPSNYVRPVHDRPSLDQ
——————————————————————————— MAAKLLSD-LASGVTCVPSNYVRPVHDRPSLDQ
——————————————————————— MAAATTKLLLSD-LASTVKSVPSNYIRPISDRPNLTE
——————————————————————— MAAATTKLLLSD-LASTVKSVPSNYIRPISDRPNLTE

——————————————————————— MATATAKPLLSD-LVAESGTVPSSHIRPVGDRPDLAD
——————————————————————— MAPATAKPLLSD-LVAQSGQVPSSHIRPVGDRPDLDN
——————————————————————— MAPTIAKPLLSD-LVAQIGQVPLSHVRPVGDRPDLAN
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S.bicolor Sb06g026350 @ oo MAPAISKPLLSD-LVAQIGKVPSSHIRPVGDRPDLAN

Z.mays_ GRMZM2G050234 = ————mm MAPAISKPLLTD-LVAQIGKVPSSHIRPVGDRPDLAN
G.max_Glyma03g42250 = - MAEKLVLVSD-MASTMKQVPSNFIRPLGDRPNLQG
G.max_Glymal6ég01990 = MATTKPLLTD-LASTVDRVPSNFIRPIGDRPNLQOQ
G.max_Glyma07g05420 = MAATKPLLTD-LASTIDRVPSNFIRPIGDRPKLHQ
vvDLOl e MANAKLLLSD-LASSIDCVPSRYVRPVNDRPNLDE
R.communis 30076.t000026 =  —————mmmmm MAIAKPLLSD-LVSTITSVPSNFIRPLSDRPNFNE
AlDLO1 e MATSATSKLLVSD-FDSSVSHIPSNYVRPILDRPNLSE
Atprol e MATSAISKLLVSD-FASS-VHIPSNYVRPISDRPNLSE
AlDLO2 e MAASATSKLLVSD-IASVVDHVPSNYVRPVSDRPNMSE
AtDLO2 e MAASKLLVSD-IASVVDHVPSNYVRPVSDRPKMSE
C.sativus Cucsa.193360 oo MSASGHTKLLVTD-LAATVQQVPSRYVRPISDRPNSSD
C.papaya_evm.TU.sup 37.106 = - ——--—-memmm o ——— MAATKLLLAD-LASNLKQVPAKYIQPISDRPNLAD
E.grandis vl 0.017927m.g = = = —————mmmmmm MATAATKLLLID-RVPGINRVPNSYIRPQADRPNLTE
E.grandis vl 0.017897m.g = =  —————mmmmmmm MATAATKLLLID-RVPGINRVPNSYIRPEADRPNLTE
E.grandis vl 0.047536m.g MLTSAAQINTMTSYSALGRRFGENEKTAAKLLLTD-LASGIDRVPDNYIRSEADRPNLTE
E.grandis vl 0.017895m.g = = = —————mmmmmm MAPAAAKVLLTD-LASGIDRVPDNYIRSEADRPNLTE
E.grandis vl 0.017876m.g = =  —————m—mmmm MAPAAAKVLLTD-LASGIDRVPDNYIRSEADRPNLTD
E.grandis vl 0.015926m.g = = = —————mmmmmmm MAPAAAKVLLTD-LASGIDRVPDNYIRSEADRPNLTE
vvDLO2 (V2D) = e MlPSTTKLLLTD—MVLGVDHVPSNYVRPPSERPNFKD
C.clementina 0.9 014263m.g = = —————————ommm— MSAAATTATKLLLSD-LAPTLTNVPSDYIRPISDRPSLTD
P.persica ppa008100m.g = ————mmmmm MATATKLLLTD-LMSGVNHVPSNYVRPISDRPNLSD
P.persica ppa008091lm.g = ————mmmm MATATKLLLTD-LMSGVNHVPSNYVRPISDRPNLSD
R.communis 30068.t000102 = ———ommmmmm MAS-TKLLLADL-ASGVRHVPSKYIRPVSDRPNLSD

M.esculenta 4.1 029834m.g = = - MAF-SKPLLADLSSLGVKNVPSSYIRPISDRPNLSD



DMR6

B.distachyon Bradi5gl9240
O.sativa 0s04g49194
O.sativa 0s10g39140
S.bicolor Sb01g030560
ZMFNSI-1/ZmDMR6
B.distachyon Bradilg77040
O.sativa 0s03g03034
S.italica Si036512m.g
S.bicolor Sb01g049030
Z.mays_ GRMZM2G475380
A.coerulea v1.008143m.g
E.salsugineum TP2g22820
C.rubella 006921660

AtDMR6

A1DMR6

C.sativus Cucsa.273300
S1DMR6

M.guttatus mgv1a009622m.g
VVDMR6 . 1

C.papaya_ 16416436

VVDMR6.2 (E53G)

R.communis 29866.t000021
M.truncatula Medtr3gl122530
G.max_Glyma04g227900
G.max_Glyma06gl137000
G.max_Glyma06gl14190
E.grandis vl 0.018520m.g
E.grandis vl 0.018494m.g
E.grandis vl 0.018496m.g
P.persica ppa008269m.g
C.clementina 0.9 015118m.g
P.persica ppa02238lm.g
P.persica ppa019415m.g
C.clementina 0.9 032642m.g
C.clementina 0.9 012078m.g
DLO

B.distachyon Bradi5gl9250
O.sativa 0s04g49210
S.italica Si010491m.g

VA--TDSNIPLIDLAS--P-DKLRVIAEIDRACRTYGFFQVINHGISEELLEKVMAVGLE
VA--TDSNIPLIDLAS--P-DKPRVIAEIAQACRTYGFFQVINHGIAEELLEKVMAVALE
VV--SDARIPVVDLAS--P-DRAAVVSAVGDACRTHGFFQVVNHGIDAALIASVMEVGRE
VV--TGARIPVVDLGS--P-DRAAVVAAIGDACRSHGFFQVLNHGVHADLVAAVMAVGRA
VV--TGARIPVVDLGS--P-DRGAVVAAVGDACRSHGFFQVVNHGIHAALVAAVMAAGRG
VV--PDAHIPVVDLAH--P-DRAAIVSQIGAACRSHGFFQVLNHGLPAELMEAAMAVAHE
VL--SDASIPVVDLAN--P-DRAKLVSQVGAACRSHGFFQVLNHGVPVELTLSVLAVAHD
VV--SDAQIPVVDLAD--P-DPAAVVASIGEACTTHGFFQVLNHGVPVELMVAMLAVAYE
VV--PDAEIPVVDLAV--P-DRAAVVARVAEACRTHGFFQVVNHGVAEELTAAMLAVAYE
VV--PDAEIPVVDLAD--P-DREAVVARVAEACRTHGFFQLLNHGVPEQLTAAMMSVAYE
VK--DCENVPVIDLSV--A-DESLLAQQIGNACKSHGFFQVINHGVNSELVEKMMEISHE
VS—-QLEDFPLIDLSS—--T-DRSRLLOOIHQACARFGFFQVINHGVSKERIDEMVSVANE
VS—-QLEDFPLIDLSS--S-DRSLLVQOTHOQACARFGFFQVTNHGVSKQVIDDMVSVAHE
VS—-QLEDFPLIDLSS--T-DRSFLIQQIHOQACARFGFFQVINHGVNKQIIDEMVSVARE
VS—-QLEDFPLIDISS--T-DRSVLVQOIHQACARFGFFQVINHGVSKQLIDEMVSVAHE
VC--CWDKVPIIDLGC--E-EREMIVKQVEEACKSYGFFQVINHGVRKELVEKVIEVGKQ
VV--DCENVPIIDLSC--G-DOAQITROIGEACQTYGFFQVINHGVPKEVVEKMLGVAGE
IE--EFDNVPVIDLGC--E-DHNLIVKQIGDACREYGFFQVINHGVSKALVDNILCVAHE
VS—-ECKHVPIIDLGK--DVNRAQLIQHIADACRLYGFFQVINHGVAAEMMEKMLEVADE
VS—-ACQONVPVVDLGC--D-DRTQITQQISDACKDFGFFQVINHGVSEETRDGMIGVAKE
IA——DCENVPIIDLSC——D—DRAQIIIQLADACSRYGFFQVINHGVSAEAIEKMLHVANE
VL--ACDNVPIVDLGC--E-DGAQVVQOIGYACSNYGFFQVINHKVPDEVVADMLLVASE
VS—-EFENVPIIDLGS--H-NRTQIVQQOIGEACSSYGFFQVVNHGVPLEELKKTAEVAYD
VS——-ECEDVPIIDLGC--Q-NRAQIVHQIGEACRNYGFFQVINHGVALEAAKEMAEVAHG
VS——-ECEDVPIIDLGS--Q-NRAQIVHQIGEACRNYGFFQVINHGVALEAAKEMEEVAHG
VS——-ECEDVPIIDLGS--Q-NRAQIVHQIGEACRNYGFFQVINHGVALEAAKEMEEVAHG
VS—-AFEHVPIIDLGC--N-DRSQVVRQVGDACRVYGFFQVINHGVSTEAVERMQEVAAE
VS—-AFEHVPIIDLGC--N-DRSRVVRQVGDACRVYGFFQVINHGVSTEAVERMQEVAAE
VS—-AFEHVPIIDLGC--N-DRSRVVHQVGDACRVYGFFQVINHGVSTEAVERMQEVAAE
VS——-ECKNIPVINLAS--E-NRAETVQQOVGDACKSYGFFQVINHGVSTEAVEKMLGTATE
VS—-ECENVPVIDLAC--D-DRSLIVQOVADACKNYGFFOQAINHEVPLETVERVIEVAKE
VOPS-DHSIPLINLRGFDGSRRHEIINQIGLACONYGFFQVONHATIEEVVIDNMLKVARE
VOPS-DHSIPLINLHGFDGSRRHEIINQIGLACONYGFFQVONHATIEEAVIDNMLKVARE
-VQISDGSIPLIDLOVLDGPRRLDITKQIGOACQHDGVFQVKNHGIPETIINSMLSITRA
-VQISDGSIPLVDLOVLNGPSRLDTIKQIGOACQOHDGFFQVRNHGIPETIINNMLTIARA

VDHESGAGIPLIDLKHLDGPERRRVVEAIGSACETDGFFMVTNHGIPEAVVEGMLRVAKE
VDHESGAGIPVIDLKQLDGPDRRKVVEAIGSACETDGFFMVKNHGIPEEVVEGMLRVARE
VDNESGAGIPLIDLKKLNGPQRREVVEAIGRACGSDGFFMVTNHGIPAGVVEGMLRVARE
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S.bicolor Sb06g026350
Z.mays_ GRMZM2G050234
G.max_Glyma03g42250
G.max_Glymal6g01990
G.max_Glyma07g05420
VvDLO1l (H52L)

R.communis 30076.t000026
Al1DLO1

AtDLO1

A1DLO2

AtDLO2

C.sativus Cucsa.193360
C.papaya_evm.TU.sup 37.106
E.grandis vl 0.017927m.g
E.grandis vl 0.017897m.g
E.grandis vl 0.047536m.g
E.grandis vl 0.017895m.g
E.grandis vl 0.017876m.g
E.grandis vl 0.015926m.g
VvDLO2
C.clementina 0.9 014263m.g
P.persica ppa008100m.g
P.persica ppa008091lm.g
R.communis 30068.t000102
M.esculenta 4.1 029834m.g

VDNESGAGIPLIDLKMLNGPERRKVVEAIGRACESDGFFMVTNHGIPAAVVEGMLRVARE
VDNESGAGIPLIDLKKLNGPERRKVVEAIGKACESDGFFMVTNHGIPAAVVEGMLRVARE
VVQSSDVCIPLIDLODLHGPNRSHITIQQIDOACONYGFFQVINHGVPEGVIEKIMKVTRE
LHSS-TIASTPIIDLOGLGGSNHSQIIQONIAHACONYGFFQIVNHGIPEEVVSKMVNVSKE
LHSS-LASTPIIDLOGLGGSNHSQIIQONIAHACQTYGFFQIVNHGIQEEVVSKMVNVSKE
VQSSLDGSIPLIDLQDLIGPSRSHVIKQIAEACQIDGFFRVKNHGIPESVIHGMLSITKE
VIQTSDCSIPLIDLOGLDGPLRSTLVKEIGOACQOGYGFFQVKNHGIPEDVIDKMLSVSRE
V-ESSSDSIPLIDLRELHGPNRAEVVQQOLDSACSTYGFFQIKNHGVPDTTVDKMLTVARE
V-ESSGDSIPLIDLRDLHGPNRAVIVQOLASACSTYGFFQIKNHGVPDTTVNKMQTVARE
V-ETFGDSIPLIDLODLHGPNRANIINQFAHACSSYGFFQIKNHGVPEEIIKQMMNVGRE
V-QOTSGDSIPLIDLHDLHGPNRADIINQFAHACSSCGFFQIKNHGVPEETIKKMMNAARE
VRPSNTYSFSVIDLHALDGPSRPDVIYQIRRACERDGFFLVKNHGVPEEMINGVMRITRE
VEISELSSIPLIDLEGLDGPRRSEIINQIAQACELHGFFQVKNHGVPEEMINGILRLARE
VEASDASTIPLIDLOGLFGPNRDDITIRQIGKACQRDGFFQIKNHGIPEEVVQAIMNIAGE
VEASDASTIPLIDLOGLFGPNRDDIIRLIGEACQODGFFQIKNHGIPEEVVQAIMNIAGE
VEASDASYIPLVDLOGLSGPNRDDITRQIGRACQODGFFQIKNHGIPEEKVQAIMNIARE
VEASDASSIPLVDLOGLSGPNRDDITROQIGRACQODGFFQIKNHGIPEEKVQAIMNIARE
VEASDASSIPLVDLOGLSGPNRDDITRQIGRACQODGFFQIKNHGIPEEKVQAIMNIARE
VEASDASSIPLVDLOGLSGPNRDDITIRQIGRACQODGFFQIKNHGIPEEKVQAIMNIARE
-VOASDVSIPLIDLODLOGPGRPDVVKQOIGOACQOHSGFFQIQNHGVSETMISNILRLARD
OTHISDGSIPLIDLOGLNGPRRSDITIKQIGQACQHCGFFQVKNHGISEAMINNMLSTIART
-VQISDASIPLIDLKDLHGHNHSNITKQIGLACQTDGFFQVKNHGVPEEMIKDMLSIARE
-VQISDASIPLIDLKDLHGHNHSNITKQIGLACQTDGFFQVKNHGVPEEMIKDMLSIARE
—~VHKSDGSIRLIDLKGLRSPNRALVIKQOIGOACQTDGFFQVKNHGLPDEMINSIMRTARE
-VEMSDAAIPLIDLOGLYGPNHSLVIAQIGRACQFDGFFQVKNHGIPEDVIDTILHTGTD

*% * % *%
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DMR6

B.distachyon Bradi5gl9240
O.sativa 0s04g49194
O.sativa 0s10g39140
S.bicolor Sb01g030560
ZMFNSI-1/ZmDMR6
B.distachyon Bradilg77040
O.sativa 0s03g03034
S.italica Si036512m.g
S.bicolor Sb01g049030
Z.mays_ GRMZM2G475380
A.coerulea v1.008143m.g
E.salsugineum TP2g22820
C.rubella 006921660

AtDMR6

A1DMR6

C.sativus Cucsa.273300
S1DMR6

M.guttatus mgv1a009622m.g
VVDMR6.1 (Y89H)

C.papaya_ 16416436

VvDMR6 . 2

R.communis 29866.t000021
M.truncatula Medtr3gl122530
G.max_Glyma04g227900
G.max_Glyma06gl137000
G.max_Glyma06gl14190
E.grandis vl 0.018520m.g
E.grandis vl 0.018494m.g
E.grandis vl 0.018496m.g
P.persica ppa008269m.g
C.clementina 0.9 015118m.g
P.persica ppa02238lm.g
P.persica ppa019415m.g
C.clementina 0.9 032642m.g
C.clementina 0.9 012078m.g
DLO

B.distachyon Bradi5gl9250
O.sativa 0s04g49210
S.italica Si010491m.g

FFRLPPEEKAKLYSDEPSKKIRLSTSFNVRKETVHNWRDYLRLHCHPLEEFVPDWPSNPE
FFRLPPEEKEKLYSDEPSKKIRLSTSFNVRKETVHNWRDYLRLHCHPLEEFVPEWPSNPA
FFRLPAEEKAKLYSDDPAKKIRLSTSFNVRKETVHNWRDYLRLHCYPLHQFVPDWPSNPP
FFRLSPEEKAKLYSDDPARKIRLSTSFNVRKETVHNWRDYLRLHCHPLDEFVPDWPSNPP
FFRLPPEEKAKLYSDDPARKIRLSTSFNVRKETVHNWRDYLRLHCHPLDEFLPDWPSNPP
FFRLSPEEKAKLYSDDPAKKIRLSTSFNVRKETVHNWRDYLRLHCHPLEQFVPDWPSNPS
FFRLPAEEKAKLYSDDPAKKIRLSTSFNVRKETVHNWRDYLRLHCYPLHRYLPDWPSNPP
FFRLPAEEKAKLYSDDPGKKMRLSTSFNVRKETVHNWRDYLRLHCYPLEQYVPDWPANPP
FFRLPAEEKAKLYSDDPGKKMRLSTSFNVRKETVHNWRDYLRLHCHPLEQYVPDWPDNPP
FFRLPAEEKAKLYSDDPAKKMRLSTSFNVRKETVHNWRDYLRLHCHPLEQYVPDWPDNPP
FFHLPLDVKMQFYSDDPTKTMRLSTSFNLKKESVHNWRDYLRLHCHPIEKYVQEWPSVPS
FFSMTMEEKMKLYSDDPTKTTRLSTSFNVKKEEVNNWRDYLRLHCYPLHKYVHEWPSNPP
FFSMSMEEKMKLYSDDPTRTTRLSTSFNVKKEEVNNWRDYLRLHCYPIHKYVHEWPSKPP
FFSMSMEEKMKLYSDDPTKTTRLSTSFNVKKEEVNNWRDYLRLHCYPIHKYVNEWPSNPP
FFSMSMEEKMKLYSDDPTKTTRLSTSFNVKKEEVNNWRDYLRLHCYPIHKYVHEWPSNPP
FFELPMEEKLKFYSDDPSKTVRLSTSFNVRKEQFRNWRDYLRLHCYPLSNYTPHWPSNPP
FFNLPVEEKLKLYSDDPSKTMRLSTSFNVKKETVHNWRDYLRLHCYPLEKYAPEWPSNPS
FFDLSVEEKMKLYSDDPTKTMRLSTSFNVKKETVHNWRDYLRLHCYPLEKYVPEWPSNPS
FIRLPVEEKMKLYSDDPTKTMRLSTSFNVNKEKVHNWRDYLRLHCYPLDQYTPEWPSNPP
FFSLPMEEKMKIYSDDPAKTTRLSTSFNVKKEKVHNWRDYLRLHCHPLHKYMPEWPSSPP
FFQLPVEEKMKLYSDDPSKTMRLSTSFNVKKEKVHNWRDYLRLHCHPLEQYMPEWPSNPP
FFKLPLEEKLKIYSDDPTKTMRLSTSFNMKKEKVHNWRDYLRLHCYPLDKYISEWPSDPP
FFKLPVEEKMKLYSDDPTKTMRLSTSFNVNKEEVHNWRDYLRLHCYPLDNYVPEWPSNPP
FFKLPVEEKLKLYSEDPSKTMRLSTSFNVKKETVHNWRDYLRLHCYPLDKYAPEWPSNPP
FFKLPVEEKLKLYSEDTSKTMRLSTSFNVKKETVRNWRDYLRLHCYPLEKYAPEWPSNPP
FFKLPVEEKLKLYSEDTSKTMRLSTSFNVKKETVRNWRDYLRLHCYPLEKYAPEWPSNPP
FFRLPVEEKMKLYSEDPTKTMRLSTSFNVKKEKVHNWRDYLRLHCHPLEKYMEEWPANPP
FFRLPEEEKMKLYSEDPTKTMRLSTSFNVKKEKVHNWRDYLRLHCHPLEKYMEEWPANPP
FFRLPVEEKMKLYSEDPTKTMRLSTSFNVKKEKVHNWRDYLRLHCHPLEKYMEEWPANPP
FFSLPVEEKMKLYSDDPSKTMRLSTSFNVKKEKVHNWRDYLRLHCYPLEKYVPEWPSNPS
FFNLPVEEKLKLYSDDPSKTMRLSTSFNVNKEKVHNWRDYLRLHCYPLDKYVPEWPSNPS
FFHLPENERLKCFSDDPLKTTRLSTSFNVKTEKVSSWRDYLRLHCYPLEDYMHEWPSNPP
FFHLPESERLKCFSEDPLKTTRLSTSFNVKTEEVSSWRDYLRLHCYPLEDYMHEWPSNPP
FFKLPESERLKSYSDDPSKSTRLSTSFNVNTEKVSNWRDYLRLHCYPLODYIHEWPSNPP
FFKLPESERLKSYSDDPSKSTRLSTSFNVNTEKISNWRDYLRLHCYPLODYMHEWPSNPP

FFHLPESERLKCYSDDPKKAIRLSTSFNVRTEKVSNWRDFLRLHCYPLOSFIDQWPSNPP
FFHMPESERLKCYSDDPKKAIRLSTSFNVRTEKVSNWRDFLRLHCYPLESFIDQWPSNPP
FFHMPESERLKCYSDDPKKAIRLSTSFNVRTEKVSNWRDFLRLHCYPLESFIEQWPSNPP
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S.bicolor Sb06g026350
Z.mays_ GRMZM2G050234
G.max_Glyma03g42250
G.max_Glymal6g01990
G.max_Glyma07g05420
VvDLO1

R.communis 30076.t000026
Al1DLO1

AtDLO1

A1DLO2

AtDLO2

C.sativus Cucsa.193360
C.papaya_evm.TU.sup 37.106
E.grandis vl 0.017927m.g
E.grandis vl 0.017897m.g
E.grandis vl 0.047536m.g
E.grandis vl 0.017895m.g
E.grandis vl 0.017876m.g
E.grandis vl 0.015926m.g
VvDLO2
C.clementina 0.9 014263m.g
P.persica ppa008100m.g
P.persica ppa008091lm.g
R.communis 30068.t000102
M.esculenta 4.1 029834m.g

FFHLPESERLKCYSDDPKKAIRLSTSFNVRTEKVNNWRDFLRLHCYPLESFVDQWPSNPP
FFHLPESERLKCYSDDPNKAIRLSTSFNVRTEKVSNWRDFLRLHCYPLOSFVDQWPSNPP
FFGLPESEKLKSYSTDPFKASRLSTSFNVNSEKVSSWRDFLRLHCHPIEDYIKEWPSNPP
FFGLPESERLKNYSDDPTKTTRLSTSFNVKTEKVSNWRDFLRLHCHPLEDYIQEWPGNPP
FFGLPESERLKNFSDDPSKTTRLSTSFNVKTEKVSNWRDFLRLHCHPLEDYIQEWPGNPP
FFHLPESERLKNYSDDPLKTMRLSTSFNVKTEQVSNWRDFLRLYCYPLEDYIQEWPSNPP
FFHLPESERMKNYSDDPMMRTRLSTSFNVRTEKTSNWRDFLRLHCYPLDDYMQEWPTNPP
FFHOPESERVKHYSADPTKTTRVSTSFNIGADKILNWRDFLRLHCFPIEDFIEEWPSSPN
FFHOPESERVKHYSADPTKTTRLSTSFNVGADKVLNWRDFLRLHCFPIEDFIEEWPSSPTI
FFHOSESERVKHYSADTKKTTRLSTSFNVSKEKVSNWRDFLRLHCYPIEDFIHEWPSTPV
FFROSESERVKHYSADTKKTTRLSTSFNVSKEKVSNWRDFLRLHCYPIEDFINEWPSTPI
FFRLPESERLKSYSDDPTKKTRLSTSFNVKTEKVANWRDFLRLHCYPLHLYVDEWPSNPP
FFRLPESOQRLENYSDDPAKTTRLSTSFNVKTEKFSNWRDFLRLHCYPVODYIHEWPTNPP
FFRLPESERLKNYSDDPSKSTRLSTSFNIKTEKVSNWRDFLRLHCYPLEEYMHEWPTNPP
FFRLPESERLKNYSDDPSKSTRLSTSFNIKTEKVSNWRDFLRLHCYPLEEYMHEWPTNPP
FFHLPESERLKNYSDDPTKSTRLSTSFNLKTEKVSNWRDFLRLHCYPLEEYMHEWPTNPP
FFHLPESERLKNYSDDPTKSTRLSTSFNLKTETVSNWRDFLRLHCYPLEEYMQEWPTNPP
FFOQLPESERLKNYSDDPTKSTRLSTSFNLKTETVSNWRDFLRLHCYPLEEYMHEWPTNPP
FFRLPESERLKNYSDDPTKSTRLSTSFNLKTEKVSNWRDFLRLHCYPLEEYMHEWPTNPP
FFOQLPESERLKNYSDNPSNPVRLSTSFNVKTEKVANWRDFLRLHCYPLEDYVHQWPSNPP
FFKLPESERLKIYSDDPSKPTRLSTSFNVKTEKVSNWRDFLRLHCYPLODYVHDWPLNPP
FFKLPESERLKMYSDDPSKTTRLSTSFNVRTEKLSNWRDFLRLHCYPLEDYVQEWPNNPP
FFKLPESERLKMYSDDPSKTTRLSTSFNVRTEKLSNWRDFLRLHCYPLEDYVQEWPNNPP
FFKLPESERLKCYSNDPTKTTRLSTSFNVKTEKVSNWRDFLRLHCYPLADYIQEWPCNPP
FFKLPESERLKSYSDDPAKTTRLSTSFNVKTEKFSNWRDFLRLHCYPVEDYIQEWPSNPP

* e . H H sk kekkkkkg JKIkehkkk ok Kk S *
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156
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155
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154
154
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DMR6

B.distachyon Bradi5gl9240
O.sativa 0s04g49194
O.sativa 0s10g39140
S.bicolor Sb01g030560
ZMFNSI-1/ZmDMR6
B.distachyon Bradilg77040
O.sativa 0s03g03034
S.italica Si036512m.g
S.bicolor Sb01g049030
Z.mays_ GRMZM2G475380
A.coerulea v1.008143m.g
E.salsugineum TP2g22820
C.rubella 006921660

AtDMR6

A1DMR6

C.sativus Cucsa.273300
S1DMR6

M.guttatus mgv1a009622m.g
VVDMR6 . 1

C.papaya_ 16416436

VvDMR6 . 2

R.communis 29866.t000021
M.truncatula Medtr3gl122530
G.max_Glyma04g227900
G.max_Glyma06gl137000
G.max_Glyma06gl14190
E.grandis vl 0.018520m.g
E.grandis vl 0.018494m.g
E.grandis vl 0.018496m.g
P.persica ppa008269m.g
C.clementina 0.9 015118m.g
P.persica ppa02238lm.g
P.persica ppa019415m.g
C.clementina 0.9 032642m.g
C.clementina 0.9 012078m.g
DLO

B.distachyon Bradi5gl9250
O.sativa 0s04g49210
S.italica Si010491m.g

AF-KEIISTYCREVRLLGLRLMGAISLSLGLDENYVEN-VLG----EQEQHMA
QOF-KEIMSTYCREVROLGLRLLGAISVSLGLEEDYIEK-VLG----EQEQHMA
SF-KEIIGTYCTEVRELGFRLYEAISESLGLEGGYMRE-TLG----EQEQHMA

DF-KDTMSTYCKEVRELGFRLYAATSESLGLEASYMKE-TLG----EQEQHMA
DF-KETMGTYCKEVRELGFRLYAATSESLGLEASYMKE-ALG----EQEQHMA
AF-REVMSTYCKEIRELGFRLYAAISESLGLEEDYMKK-VLG----EQEQHMA

SF-REITISTYCKEVRELGFRLYGAISESLGLEQDYIKK-VLG----EQEQHMA
SF-REIVSAYCREVRALGFRLYEAISASLGLEDDYVKR-TLG----EQEQHMA
SF-RETVSAYCREVRALGFRLYGAISEGLDLDGVYIKE-TLG----EQEQHMA
SF-RRTVSAYCSAVRELGFRLYVAISEGLGLDGAYIKE-ALG----EQEQHMA
TF-KDVVATYCKEVRKLGLRLLGSISLSLGLEEDYIEK-VLG----DOGQHMA

L T L I I T L

SF-KEIVSKYSRQVRDVGCTIEELISESLGLEKDYMKK-VLG----EQGQOHMAT
SF-KEVVSKYSREVREVGEFNIEELISESLGLEKDYLKK-VLG----EQGQHMA
SF-KEIVSKYSREVREVGFKIEELISESLGLEKDYMKK-VLG—----EQGQHMA

SF-KEIVSKYSREVREVGFKIEELISESLGLEKDYMKK-VLG----EQGQHMA
SF-REIVSSYCNEVRKVGYRIEELISESLGLEKEYIRK-KLG-—---EQGQOHMAT

SF-REIVSRYCREIRQLGFRLEEAIAESLGLDKECIKD-VLG----EQGQOHMAT
SF-KDVVSTYCAEIRQLGLRLOQEDISESLGLDKDNLKN-VLG—----DQGQOHMA
SF-KEIVSSYCKEVRELGFRLOQEMISESLGLEKDHIKN-VFG----EQGQHMA

SF-KEVVSKYSIEVRELGLRIEELISESLGLDKDLIRN-VVG----EQGQHMA
EF-KDTVSNYCVEVROQLGHRLEEAIGESLGLEKDYIRN-TLG----EQGQOHMA
LF-KEIVSRYCIEVRKLGFRLOELISESLGLPKDHIRN-VLG----EQGOHMA
SF-KETVANYCKEVRELGLRIEEYISESLGLEKDYLRN-ALG----EQGQHMA
SF-KETVTEYCTLVRELGLRIQEYISESLGLEKDYIKN-VLG—----EQGQHMA

SF-KETVTEYCTIIRELGLRIQEYISESLGLEKDYIKN-VLG----EQGQHMA
SF-KETVTEYCTIIRELGLRIQEYISESLGLEKDYIKN-VLG----EQGQHMA
TF-KEFVSNYCREVRRLGYRLEELISESLGLEKDAVRN-ILG----EQGQHMA

TF-KEFVSNYCREVRRLGYRLEELISESLGLEKDAVRN-ILG----EQGQHMA
TF-KEFVSNYCREVRRLGYRLEELISESLGLEKDAVRN-ILG----EQGQHMA

SF-KDIVSKYSEEVRELGFRLOELISESLGLEKDYIKS-TLG----EQGQHMA
TF-KEFVSTYCSEVRGLGYRVLELISESLGLEKDYIKK-VLG----EQGQHMA
SF-REDVAEYCRNVKGLAERLLEAISESLGLEKDYMNR-ALG--—--KHGQHMAT

SF-REDVAEYCRNVKGLAERLLEAISESLGLEKDYMNR-ALG-———KHGQHMAT
SF-RYN-————— YARGLVLRLLEATISESLGLORDY IDK-ALG-——--KHRQHMALNYYPHC
SV-REVVAEYCTSVRGLVLRLLEAISESLGLORDF IDK-ALG--—-KHGOHMALNUMBBG
AF-REVVGAYSTEARALALRLLEAISESLGLERRHMVT-AMG-— - ~GHAQHMA

SF-ROQVVGTYSREARALALRLLEAISESLGLERGHMVS-AMG—----RQAQHMA
SF-REVVGTYATEARALALRLLEAISESLGLERSHMVA-AMG—----RQAQHMA
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210
210
210



S.bicolor Sb06g026350
Z.mays_ GRMZM2G050234
G.max_Glyma03g42250
G.max_Glymal6g01990
G.max_Glyma07g05420
VvDLO1

R.communis 30076.t000026
Al1DLO1

AtDLO1

A1DLO2

AtDLO2

C.sativus Cucsa.193360
C.papaya_evm.TU.sup 37.106
E.grandis vl 0.017927m.g
E.grandis vl 0.017897m.g
E.grandis vl 0.047536m.g
E.grandis vl 0.017895m.g
E.grandis vl 0.017876m.g
E.grandis vl 0.015926m.g
VvDLO2
C.clementina 0.9 014263m.g
P.persica ppa008100m.g
P.persica ppa008091lm.g
R.communis 30068.t000102
M.esculenta 4.1 029834m.g

SF-ROQVVGTYATEARALALRLLEAISESLGLERSHMVR-AMG—----RHAQHMA
SF-ROQVVGTYATEARALALRLLEAISESLGLERSHMVA-AMG—----RHAQHMA
SLSREDVAEYCRKMRGVSLKLVEAISESLGLERDYINR-VVGGKKGQEQQOHLAM
SF-REDVAEYSRKMRGLSLKLLEAISESLGLEKDYIDK-ALG----KHGQHMAT

SF-REDVAEYSRKMRGLSLKLLEAISESLGLERDYIDK-ALG—--—--KHGQHLAT
SF-REVVAEYCKEARKLALLLLEAISESLGLERNHIDK-ALG----KHSQQMAL
SF-REDVGEYCRNVRDLAVRLLEAISESLGLERDYINK-ALD----KHAQHLA

SF-KEVTAEYATSVRALVLRLLEAISESLGLESDHISN-ILG----KHAQHMAF
SF-REVTAEYATSVRALVLRLLEAISESLGLESDHISN-ILG----KHAQHMAF
SF-REVTAEYATSVRALVLTLLEAISESLGLVKDRVSN-TLG--—--KHGQHMAT
SF-REVTAEYATSVRALVLTLLEAISESLGLAKDRVSN-TIG--—--KHGQHMAT
SF-RKEVAEYCTTMRQLTLKLLEAISESLGLPKDSIAN-SIG—---SHGOHMAL

FF-REDVAEYCSRIRGLVLKLVEAISESLGLGGDYINK-VLG----KHGQHMAF
SF-RKEVGEYCTRVRELALKLLEAISESLGLEREYISK-NLG----KHGQHMAM
SF-RKEVGEYCTRVRELALKLLEAISESLGLEREYISK-NLG—----KHGQHMAM

SF-RKEVGEYCTRVRELVFKLLEAISESLGLEREYISQ-NLG----EHGQHMAM
SF-RKEVGEYCTRVRELVLKLLEAISESLGLEREYISQ-NLG----KHGQHMAM

SF-RKEMGEYCTRVRELVLKLLEAISESLGLEREYISQ-NLG—----KHGQHMAM
SF-RKEVGEYCTRVRELVFKLLEAISESLGLEREYISQ-NLG—----KHGQHMAM
SF-REDVAEYCTSIRALVLRLLETISESLGLEKNYVSG-VLG—----KHGQHMAM

SF-REDVGDYCTSVRGLVLRLIQAISESLGLPSDYIDKEALG—----KHGOHMAL
SF-REQVGEYCTTVRGLVLRLLGAISESLGLEKNYIVE-ALG----KQGOHMAL
SF-REQVGEYCTTVRGLVLRLLGAISESLGLEKNYIVE-ALG----KQGOHMAL
LF-RKNVSEYSTSVRRLVLTLLEAISESLGLKRDYIEK-TLS----KQGQOHMAM
SF-RKNVAEYCTRVRGLVLTLLEAISESLGLKSDYIDK-ALS—-—-—--KHGQHMAT

*, Jk,.*
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DMR6

B.distachyon Bradi5gl9240
O.sativa 0s04g49194
O.sativa 0s10g39140
S.bicolor Sb01g030560
ZMFNSI-1/ZmDMR6
B.distachyon Bradilg77040
O.sativa 0s03g03034
S.italica Si036512m.g

EPDLTYGLPK|
EPDLTYGLPK|
EPELTYGLP
EPELTYGLP

PNALTVLLODPNVSGLQVLKDG-QWIAVDPRPNALVINLGDQLQ-— 257
PNALTILLPDPHVAGLQVLRDGDOWIVVNPRPNALVVNLGDQIQ-— 259
PNALTILLMDDQVAGLQVLNDG-KWIAVNPQPGALVINIGDQLQ-— 262
PNALTILLMDODVAGLQVLHGG-KWVAVNPQPGALIINIGDQLO-- 256
PNALTILLMDPDVAGLQVLHAG-QWVAVNPQPGALIINIGDQLQ-- 256
PNALTILLMDEQVAGLQVLKDG-QWIAVNPRPNALVVNLGDQLQ-- 256
PNALTILLMDOQVAGLOVLKEG-RWIAVNPQPNALVINIGDQLO-— 256
PNALTILLMDOQVAGLQVLNDG-RWIAVNPRPNALVINIGDQLQ-- 256

S.bicolor Sb01g049030 PELTYGLP PNALTILLMDQOQVAGLQVLKDG-RWIAVNPRPGALVVNLGDQLQ-— 256
Z.mays_ GRMZM2G475380 PELTYGLP PNALTILLMDQOQVAGLQVLKDG-RWIAVNPRPGALVVNIGDQLQVT 258
A.coerulea v1.008143m.g EPELTYGLPR| PNTITILLOGOEVAGLOVLHNG-KWVAVNPYPNAFVVNIGDQIQ-— 258

E.salsugineum TP2g22820 EPELTYGLP PNVLTILLODATVCGLQILIDG-HWFAVNPRPDAFVINIGDQLQ-— 257
C.rubella 006921660 EPELTYGLP PNALTILLODSTVCGLQILIDG-QWFAVNPHPNAFVINIGDQLO-— 257
AtDMR6 EPELTYGLP PNALTILLODTTVCGLQILIDG-QWFAVNPHPDAFVINIGDQLQ-— 257
A1DMR6 EPELTYGLP PNALTILLODTTVCGLQILIDG-QWFAVNPHPDAFVINIGDQLQ-— 257
C.sativus Cucsa.273300 OPELTYGLPG PNALTILLODLHVAGLQVLKDG-KWLAVNPHPNAFVINIGDQLQ-- 245
S1DMR6 OPELTYGLP PNSLTILLODLOVAGLOVLKDG-KWLAVKPQPDAFVINLGDQLQ-— 257

M.guttatus mgv1a009622m.g
VVDMR6.1 (I253K)
C.papaya_ 16416436
VvDMR6 . 2

R.communis 29866.t000021
M.truncatula Medtr3gl122530
G.max_Glyma04g227900
G.max_Glyma06gl137000
G.max_Glyma06gl14190
E.grandis vl 0.018520m.g
E.grandis vl 0.018494m.g

PNALTILLODLOVAGLOVLKDG-KWLAIKPQPGAFVINIGDQLO-— 256
PNALTILLQDLRVAGLQVLKDG—TWLAIKPHPGAFVVNIGDQLQ—— 258
PNALTILLODLQOVSGLOVLKDG-KWVAVHPQPNAFVINIGDQLO-— 257
PNALTILLODSHVAGLQVLKDG-KWVAVKPHPGAFVVNIGDQLQ-— 257
PNALTILLODLOVAGLOVFKDG-KWLAVNPHPNAFVINLGDQLQ-— 257
PNALTILLODLHVAGLQVLKDG-KWLAINPIPDAFVINIGDQLQ-- 257
PNALTILLODLOVCGLOVLKNG-KWLAVNPQPNAFVINIGDQLQ-— 257
PNALTILLODLOVAGLOVLKDG-KWLAVSPQPNAFVINIGDQLO-— 257
PNALTILLODLOVAGLOVLKDG-KWLAVSPQPNAFVINIGDQLO-— 257
PNALTILLODPHVAGLQVLKDG-KWVAIDPHPNAFVINIGDQLQ-— 257
PNALTILLODLHVAGLOQVLKDG-KWVAIDPHPNAFVINIGDQLQ-— 257

OPELTYGLPG
EPELTYGLPG
EPELTYGLPG
EPELTYGLPG,
EPELTYGLPG
EPELTYGLPG

E.grandis vl 0.018496m.g EPELTYGLPG PNALTILLODLHVAGLQVLKDG-KWVAIDPHPNAFVINIGDQLQ-- 257
P.persica ppa008269m.g OPELTYGLPG PNALTILLODLEVAGLQVLKDG-KWIAVNPHPNAFVINLGDQLQ-- 257
C.clementina 0.9 015118m.g EPELTYGLPG PNALTILLODLEVAGLQVLKDD-KWVAVNPLPNAFVINIGDQLQ-- 257
P.persica ppa02238lm.g HOPELTYGLPG, PNVVTLLLOD-DVAGLOQVFNNG-RWVAVKPMPHTFIVNIGDQIQ-— 261
P.persica ppa019415m.g HOPELTYGLPG, PNVVTLLLOD-DVAGLOVFNNG-RWVAVKPMPHTFIVNIGDQIQ-— 261
C.clementina 0.9 032642m.g IQPDLTYGLPG PNLITVLLOD-DVPGLQVLRKG-KWLPVSPIPNTFIVKIGDQOMQ-— 259
C.clementina 0.9 012078m.g OPDLTYGLPG PNLITVLLOD-DVPGLQVLRNG-KWLPVSPIPNTFIVNIGDQOMQ-— 265
DLO

B.distachyon Bradi5gl9250 OPELTYGLPGHKDPNAVTLLLOD-GVSGLOVQORGG-RWVAVNPVPNALVINIGDQLQ-- 266
O.sativa 0s04g49210 OPELTYGLPGHKDPNAITLLLOD-GVSGLOVQORNG-RWVAVNPVPDALVINIGDQIQ-- 266

S.italica Si010491m.g OPELTYGLPGHKDPNAITLLLOD-GVSGLOVQORDG-RWVAVNPVPNALVINIGDQLQO-- 266



S.bicolor Sb06g026350
Z.mays_ GRMZM2G050234
G.max_Glyma03g42250
G.max_Glymal6g01990
G.max_Glyma07g05420
VvDLO1

R.communis 30076.t000026
Al1DLO1

AtDLO1

A1DLO2

AtDLO2

C.sativus Cucsa.193360
C.papaya_evm.TU.sup 37.106
E.grandis vl 0.017927m.g
E.grandis vl 0.017897m.g
E.grandis vl 0.047536m.g
E.grandis vl 0.017895m.g
E.grandis vl 0.017876m.g
E.grandis vl 0.015926m.g
VvDLO2
C.clementina 0.9 014263m.g
P.persica ppa008100m.g
P.persica ppa008091lm.g
R.communis 30068.t000102
M.esculenta 4.1 029834m.g

OPELTYGLPG
OPELTYGLPG
EPELTYGLPG,
EPELTYGLP

EPELTYGLP

OPELTFGLPG
OPELTYGLPV]
EPELTYGLPG
EPELTYGLPG
OPELTYGLPG
OPELTYGLPG
OPDLTYGLPC
EPELTYGLPG
OPELTYGLPG
OPELTYGLPG
OPELTYGLPS
OPELTYGLPG
OPELTYGLPG
OPELTYGLPG
OPELTYGLPG
OPELTYGLPG
EPELTYGLPG
EPELTYGLPG,
OPELTYGLPG
OPELTYGLPE

Kekkgkkk Kk *

PNAITLLLOD-GVSGLQVQRGG-RWVAVNPVPDALVINIGDQOMQ-—
PNAITLLLOD-GVSGLQOVQRGG-RWVAVNPVPNALVINIGDQOMQ--
PTVITILLOD-EVPGLQVLKDG-KWVAVNPIPNTFVVNVGDQIQ-—
PNAITILLON-QVPGLOVLHDG-KWLTVNPVPNTFIVNIADQIQ-—
PNAITILLON-EVPGLQVLYDG-KWLTVNPVPNTFIVNIGDQIQ-—
PNALTILLOD-DVPGLQVLKDG-KWVAIHPIPNTFIVNIGDQIQ-—
PNVITILLOD-DVPGLQVLKDG-KWVAVSPVPHTFIVNIGDQIQ-—
PTVITVLLOD-QVSGLOVFKDN-KWVAVNPIPNTFIVNIGDQOMQ-—
PTVITVLLOD-QVSGLOVFKDD-KWVAVSPIPNTFIVNIGDQOMQ-—

NLITVLLOD-EVSGLOQVFEDG-KWIAVNPIPNTFIVNLGDQOMQ-—

NLITVLLOD-EVSGLQVFKDG-KWIAVNPVPNTFIVNLGDQOMQ-—
PNLITLLLOD-QVPGLQVHRDG-AWVALNPIPNTFIINIGDQMQ-—
PNLITVLLOD-DVPGLOQVLRNG-KWVAVNPIPNTFIINIGDQMQ-—
ONLITILLOD-EVPGLQVLRDG-KWIAVNPIPNTFIVNIGDQOMQ-—
RNLITILLOD-DVPGLOQVLRDG-KWIAVNPIPNTFIVNIGDOMQ--
PNLITILLOD-DVPGLOVLRNG-KWVAVNPIPNTFIVNIGDQOMQ-—
PNLITILLOD-DVPGLQVLRNG-KWVAVNPIPNTFIVNIGDQOMQ-—
PNLITILLOD-DVPGLQVLRNG-KWVAVNPIPNTFIVNIGDQMQ-—
PNLITILLOD-DVPGLQVLRNG-KWVAVNPIPNTFIVNIGDQMQ-—
CSLITVLLOD-DVPGLOVLRNG-KWVSVNPIPNSFIVNIGDHMQ-—
PNLITLLLOD-DVPGLQVLRDG-NWVPVNPIPSTFIVNIGDQMQ-—
CNLITILLOD-DVAGLQVLRNG-KWVAVNPIPNTFIVNIGDMMQ-—
CNLITILLOD-DVAGLQVLRNG-KWVAVNPIPNTFIVNIGDMMQ-—
PNLITILLOD-HVPGLOVLRNG-KWIAINPIPSTFIVNIGDQOMQ-—

PNLITILLOD-QVPGLOVLRNG-KWVAVDPIPNTFIVNIGDQMQ-—
*

skek%k

* kkkg

* %
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DMR6

B.distachyon Bradi5gl9240
O.sativa 0s04g49194
O.sativa 0s10g39140
S.bicolor Sb01g030560
ZMFNSI-1/ZmDMR6
B.distachyon Bradilg77040
O.sativa 0s03g03034
S.italica Si036512m.g
S.bicolor Sb01g049030
Z.mays_ GRMZM2G475380
A.coerulea v1.008143m.g
E.salsugineum TP2g22820
C.rubella 006921660

AtDMR6

A1DMR6

C.sativus Cucsa.273300
S1DMR6

M.guttatus mgv1a009622m.g
VVDMR6 . 1

C.papaya_ 16416436

VvDMR6 . 2

R.communis 29866.t000021
M.truncatula Medtr3gl122530
G.max_Glyma04g227900
G.max_Glyma06gl137000
G.max_Glyma06gl14190
E.grandis vl 0.018520m.g
E.grandis vl 0.018494m.g
E.grandis vl 0.018496m.g
P.persica ppa008269m.g
C.clementina 0.9 015118m.g
P.persica ppa02238lm.g
P.persica ppa019415m.g
C.clementina 0.9 032642m.g
C.clementina 0.9 012078m.g
DLO

B.distachyon Bradi5gl9250
O.sativa 0s04g49210
S.italica Si010491m.g

CSCLALPLFPPSHLLSAPGLHYCTAPAQ

ALSNGAYKSVW
ALSNDAYKSVW
ALSNGKYRSVW
ALSNGQYRSVW
ALSNGQYRSVW
ALSNGRYKSVW
ALSNGRYKSVW
ALSNGRYKSVW
ALSNGRYKSVW
ALSNGRYRSVW
ALSNGNYASVW
ALSNGVYKSVW
ALSNGVYKSVW
ALSNGVYKSVW
ALSNGVYKSVW
ALSNGVYKSVW
AVSNGKYRSVW
ALSNGKYKSVW
AVSNGKYKSVW
AVSNGKYKSVW
ALSNGKYRSVW
ALSNGRYKSVW
ALSNGLYKSVW
ALSNGLYKSVW
ALSNGLYKSVW
ALSNGLYKSVW
ALSNGRYKSVW
ALSNGRYKSVW
ALSNGRYKSVW
ALSNGIYRSVW
ALSNGRYKSVW
VVSNDRYKSVL
VVSNDRYKSVL
VLSNDRYKSVL
VLSNDRYKSVL

ALSNDRYKSVL
ALSNDRYKSVL
ALSNDRYKSVL

RAVVNAAQERMSVASFLCPC
RAVVNPVQERMSVASFMCPC
RAVVNSDRERMSVASFLCPC
RAVVNSDRERMSVASFLCPC
RAVVNSDRERMSVASFLCPC
RAVVNSDRPRMSIASFMCPC
RAVVNSDKARMSVASFLCPC
RAVVNSDRPRMSVASFLCPC
RAVVNSDRPRMSVASFLCPC
RAVVNADRPRMSVASFLCPC
RATVNTDRERISVASFLCPA
RAVTNTDKPRLSVASFLCPA
RAVTNTENPRLSVASFLCPA
RAVTNTENPRLSVASFLCPA
RAVTNTENPRLSVASFLCPA
RAVVNVDKPRLSVASFLCPC
RATIVNSDQARMSVASFLCPC
RAVVNADKARLSVASFLCPC
RAVVNAESERLSVASFLCPC
RAVVNSDKVRLSIASFLCPC
RATVNVGKARMSIASFLCPS
RATIVNADRERMSIASFLCPC
RATIVNAEKPRLSVASFLCPD
RAVVNVEKPRLSVASFLCPN
RAVVNVEKPRLSVASFLCPN
RAVVNVEKPRLSVASFLCPN
RATIVNADKPRMSIASFLCPS
RATIVNADKPRMSIASFLCPS
RATIVNADKPRMSIASFLCPS
RAITNTDRARLSVASFLCPQ
RATVNAEKARMSVASFLCPN
RAVVNCDKERISIPTFYCPS
RAVVNCDKERISIPTFYCPS
RALVNCDKERISIPTFYCPS
RALVNCDRERISIPTFYCPS

RVIVNSESERISVPTFYCPS
RVIVNSESERISVPTFYCPS
RVIVNSESERISVPTFYCPS

289
291
294
288
288
288
288
288
288
318
290
289
289
289
289
2717
289
288
290
289
289
289
289
289
289
289
289
289
289
289
289
293
293
291
297

298
298
298



S.bicolor Sb06g026350 @@ o ALSNDRYKSVLHRVIVNSESERISVPTFYCPS 298

Z.mays_ GRMZM2G050234 = ALSNDRYKSVLHRVIVNSESERISVPTFYCPS 298
G.max_Glyma03g42250 = - VISNDKYKSVLHRAVVNCNKDRISIPTFYFPS 301
G.max_Glymal6ég01990 = - VISNDRYKSVLHRALVNCEKERMSIPTFYCPS 295
G.max_ Glyma07g05420 = - VISNDRYKSVLHRALVNCEKERMSIPTFYCPS 295
vwDLOl VLSNDCYKSAVHRAVVNCQKERISIPTFYCPS 296
R.communis 30076.t000026 = ———o—mmmmm VISNDRYKSVLHRAVVNSNKERISIPTFYCPS 296
Alpol e VISNDKYKSVLHRAVVNTEKERLSIPTFYFPS 298
AtDIOl VISNDKYKSVLHRAVVNTENERLSIPTFYFPS 297
AlpLo2 e VISNDKYKSVLHRAVVNIDKERISIPTFYCPS 298
AtDLO2 e VISNEKYKSVLHRAVVNSDMERISIPTFYCPS 295
C.sativus Cucsa.193360 = oo VLSNDRYKSVLHRAVVNNATERISIPTFYCPS 299
C.papaya_evm.TU.sup 37.106 = ———--—mmmm VISNDKYKSVVHRAVVNSERERISIPTFYCPS 296
E.grandis vl 0.017927m.g = = - VISNDKYKSILHRAVVNCDRERISIPTFYCPS 298
E.grandis vl 0.017897m.g = = - VISNDKYKSILHRAVVNCDRERISIPTFYCPS 298
E.grandis vl 0.047536m.g = = = - VISNDKYKSVLHRAVVNRNTERISIPTFCCPS 321
E.grandis vl 0.017895m.g = =  ———mmmmmmm VISNDKYKSVLHRAVVNCNTERISIPTFYCPS 298
E.grandis vl 0.017876m.g = =  —————mmmmmm VISNDKYKSVLHRAVVNCNTERISIPTFYCPS 298
E.grandis vl 0.015926m.g = = = ———mmmmmmmm VISNDKYKSVLHRAVVNCNTERISIPTFYCPS 298
VvDLO2 = VISNDRYKSVLHRAVVNCNKDRISIPTFYCPS 297
C.clementina 0.9 014263m.g = = —————mmmmmmmmm VLSNDRYKSVLHRAVVSRDKERISIPTFYCSS 302
P.persica ppa008100m.g = - VISNDKYKSVLHRAVVNCNSERISIPTFYCPS 296
P.persica ppa008091lm.g = oo VISNDKYKSVLHRAVVNCKSERISIPTFYCPS 296
R.communis 30068.t000102 = ———ommmmmm VISNDRYKSVLHRAVVNSYEERISIPTFYCPS 295
M.esculenta 4.1 029834m.g = = - VISNNRYKSVLHRAVVNSDKERLSIPTFYCPS 296
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DMR6

B.distachyon Bradi5gl9240
O.sativa 0s04g49194
O.sativa 0s10g39140
S.bicolor Sb01g030560
ZMFNSI-1/ZmDMR6
B.distachyon Bradilg77040
O.sativa 0s03g03034
S.italica Si036512m.g
S.bicolor Sb01g049030
Z.mays_ GRMZM2G475380
A.coerulea v1.008143m.g
E.salsugineum TP2g22820
C.rubella 006921660

AtDMR6

A1DMR6

C.sativus Cucsa.273300
S1DMR6

M.guttatus mgv1a009622m.g
VVDMR6 . 1

C.papaya_ 16416436

VvDMR6 . 2

R.communis 29866.t000021
M.truncatula Medtr3gl122530
G.max_Glyma04g227900
G.max_Glyma06gl137000
G.max_Glyma06gl14190
E.grandis vl 0.018520m.g
E.grandis vl 0.018494m.g
E.grandis vl 0.018496m.g
P.persica ppa008269m.g
C.clementina 0.9 015118m.g
P.persica ppa02238lm.g
P.persica ppa019415m.g
C.clementina 0.9 032642m.g
C.clementina 0.9 012078m.g
DLO

B.distachyon Bradi5gl9250
O.sativa 0s04g49210
S.italica Si010491m.g

NSAVIGPAAKLVGD---GDEPVYRSYTYDEYYNKFWSRN-LDQEHCLELFRGQ
NSAVISPARKLVAD---GDAPVYRSFTYDEYYKKFWSRN-LDQEHCLELFKGQ
NSVELGPAKKLITD---DSPAVYRNYTYDEYYKKFWSRN-LDQEHCLELFRT-
NHVVLGPAKKLVTE---DTPAVYRSYTYDEYYKKFWSRN-LDQEHCLELFRT -
NHVVLGPARKLVTE-—--DTPAVYRNYTYDKYYAKFWSRN-LDQEHCLELFRT -
NSVVLGPAEKLVGD---ASPAVYRNYTYDEYYKKFWSRN-LDQEHCLELFRT -
NDVLIGPAQKLITD---GSPAVYRNYTYDEYYKKFWSRN-LDQEHCLELFRTT
NDVRIGPAAKLVGE---GAPAVYRDYTYAEYYGKFWSRN-LDQEHCLELFRT-
NDVRIGPAAKLVTG---DTPAVYRDYTYAEYYAKFWSRN-LDQEHCLELFRT-
NDARIGPAARLLTD---GTPAVYRDYTYAEYYAKFWSRN-LDQEHCLELFRTP
NDAITICPAV—————— KDGSPSMYKKFTYDEYYKKFWSGN-LDQOHCLELFKE -
DCAVISPAKPLWEDEEDEAKPMYRDYTYAEYYKKFWSRN-LDQEHCLENFLNH
DCAVMSPAKSLWEAEDSETKPIYRDFTYAEYYKKFWSRN-LDQEHCLENF ———
DCAVMSPAKPLWEAEDDETKPVYKDFTYAEYYKKFWSRN-LDQEHCLENFLNN
DCAVMSPAKPLWEAEDNETKPVYRDFTYAEYYKKFWSRN-LDQEHCLEYFRNN
DDALITPAPLLSQ————- PSPIYRPFTYAQYYNTFWSRN-LDQOHCLELFKNH
DSAKISAPKLLTED---GSPVIYQODFTYAEYYNKFWSRN-LDQQHCLELFKN-
DSANISAPKGLTGG---EDPAVYRDYTYNEYYKKFWSRN-LDQEHCLELFKN-
NDAVIGPAKPLTED---GSAPIYKNFTYAEYYKKFWGRD-LDQEHCLELFKN—
DDAVISPPKLLTAD---GSVAIYRDFTYAEYYKKFWSRN-LDQEHCLELFRNK
DDALISPARALTDE---GSAATIYRSFTYAEYYKKFWSRN-LDQEHCLEVFKN-
DDALISPAKPLTEG---ESGAVYRDFTYAEYYKKFWSRN-LDQEHCLELFKN-
NEALICPAKPLTED---GSGAVYRGFTYPEYYSKFWSRD-LEKEHCLEFFKNN
DEALISPAKPLTEG---GSEAIYRGFTYAEYYKKFWSRN-LDQEHCLEFFKNK
DEALISPAKPLTEH---GSEAVYRGFTYAEYYKKFWSRN-LDQEHCLELFKNK
DEALISPAKPLTEH---GSEAVYRGFTYAEYYKKFWSRN-LDQEHCLELFKNK

Ke—e——

PTDTS
TS——-
PP———

NDALISSPVSLLDN-—--GCGPTYRDFTYAEYYKKFWSRN-LDQEHCLELFKNQA————
DDALISSPVSLLDN---GCGPTYRDFTYAEYYKKFWSRN-LDQEHCLELFKNQA————
DDALISSPVSLLDN---GCGPTYRDFTYAEYYKKFWSRN-LDQEHCLELFKNQA————

DDALISPAKALTDD---GSAATIYRGYTYTEYYKKFWTRD-LNQEHCLELFKTD
NDAMISPPKALTED---GSGAVYRDFTYAEYYSKFWSRN-LDQEHCLELFKN—
YDAVMEPAPQLVDD--H-HPPLYRSFTYAEFYEKFWDRG-LNTRSSLDLFQTT
YDAVMEPAPQLVDD--H-HPPLYRSFTYAEFYEKFWDRG-LNTRSSLDLFKTT
PDAVIAPAKDLIDER---HP—-———————————— KFWNRG-LVDECCLDLFKAS
PDAVIAPAKDLIDER---HPAVYKNFTYAEYYQOKFWNRG-L-DERCLDLFKAS

PDAVVAPAEALVDG--S-HPLAYRPFTYQEYYEEFWNMG-LESASCLDRFRPM
PDAVIAPAGALVDGA-L-HPLAYRPFKYQAYYDEFWNMG-LQOSASCLDRFRPN
PDAVIAPAGALVDD--A-HPLAYRPFTYQEYYDEFWNMG-LOSASCLDRFRPG

Q____

SHA--
SHA--
TA-——
TA-——

D————
DOAV-

339
340
342
336
336
336
342
336
336
369
335
341
338
341
341
326
337
336
338
338
337
337
338
338
338
338
339
339
339
339
337
345
345
329
347

348
352
347



S.bicolor Sb06g026350
Z.mays_ GRMZM2G050234
G.max_Glyma03g42250
G.max_Glymal6g01990
G.max_Glyma07g05420
VvDLO1l (G302E)

R.communis 30076.t000026
Al1DLO1

AtDLO1

A1DLO2

AtDLO2

C.sativus Cucsa.193360
C.papaya_evm.TU.sup 37.106
E.grandis vl 0.017927m.g
E.grandis vl 0.017897m.g
E.grandis vl 0.047536m.g
E.grandis vl 0.017895m.g
E.grandis vl 0.017876m.g
E.grandis vl 0.015926m.g
VvDLO2
C.clementina 0.9 014263m.g
P.persica ppa008100m.g
P.persica ppa008091lm.g
R.communis 30068.t000102
M.esculenta 4.1 029834m.g

PDGVIAPADALVDD--A-HPLAYRPFTYQEYYDEFWNMG-LOSASCLDRFRPGGSIE-
PDAVIAPADALVDD--G-HPLAYRPFTYQEYYDAFWNMG-LOSASCLDRFRPGGSLE-

NDAITIGPAPQLIHHH-H-HPPQYNNFTYNEYYONFWNRG-LSKETCLDIFKA

PDALIKPAPQLVDK--E-HPAQYTNFTYREYYDKFWIRG-LSKETCVDMFKAQD————
PDALIKPAPKLVDN--E-HPAQYTNFTYREYYDKFWNRG-LSKETCVDMFKAQD————

PDAVIIPAPGLVDH——G—HPALYRKFTYSEYFGKFWNRG—LATQSCLDMFKT
PDAAIGPAPPLVDN--H-HPLLYTNFTYSQYYHKFWNRG-LATHTCLDMFKK

TDAVIGPAHELINEQ-E-SLAVYRTFPFVEYWDKFWNRS-LATASCLDAFKASTT--—
TDAVIGPAHELVNEQ-D-SLAIYRTYPFVEYWDKFWNRS-LATASCLDAFKAPTT--—
EDAMIGPAQELINEE-EDSHAIYRNFTYAEYFEKFWDTA-FATESCIDSFKASTA-—-
EDAVISPAQELINEE-EDSPAIYRNFTYAEYFEKFWDTA-FDTESCIDSFKASTA-—-

PEAMIGPAKELIHDE---HRPAFRNFTYSEYYQTFWSGE-LDTRRCLDLFRI
LDAVIGPAH-———————— RPSVYRNFSYGEYYSKFWSRSSLTAQACLDMFKA

PEALIGPAQGLIDHD---NPAVYRSFTYEEYYHKFWNRG-LRTECCLDMFKIPSA-—-—
PEALIGPAQGLIDHE---HPAVYRSFTYEEYYHKFWNRG-LRTECCLDMFKIPSA-—-—
PEGLIQPAQGLIDHE---HPPVYRSFTWEEFYQOKFYHRG-LRTECCLDMFKIPSA-—-—
PEGLIRPAQGLIDHE---HPAVYKSFTYEEYYHKFWNRG-LRTECCLDMFKIHSA-—-—
PEGLIRPAQGLIDHE---HPAVYRSFTYEEYYHKFWNRG-LRTECCLDMFKIHSA-—-—
PEGLIRPAQGLIDHG---HPAVYRSFTYEEYYHKFWNRG-LRTECCLDMFKIPSA-—-—
PDAVIGPSPELVDDD---HPAVYRNFTCEEYYTQFWNRG-LATESCLDTFKASTT-—-—
PDAVIGPAKGLVDQOD---HPAVYRDFTYAEYYKKFWNRG-LATECCLEMFKASSTV-—
PDAVIGPAKDLISHD---QPAMYRNFTYAEYFEKFWNRG-LATECCLDLFKPN—————
PDAVIGPAKDLISHD---QPAMYRNFTYAEYFEKFWNRG-LATECCLDLFKPN—————
PDAVIGPAKDLIDPD---HPAAYREFTYAEYYEKFWDRG-LAKECCLDLFKTSTA--—
SDAVIGPAKDLIDND---HPAVYKHFTYAEYYEIFWNRG-LEKECCLDLFKISSA—-—
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345
345
344
344
350
349
351
348
347
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349
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