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Figure S1: Unrepaired DSB after metal exposure in different fibroblast cell lines. Number of 

γH2AX foci per cell in the human untransformed radioresistant 149BR, HF19 and MRC5 cells after 

incubation for 24 h with the indicated concentration of metal species plotted. For 149BR data, each plot 

represents the mean ± standard error (SEM) of at least three replicates (reproduction of the Fig. 1B 

shown in the article). For HF19 and MRC5 data, each plot represents the mean ± standard error (SEM) 

of at least two replicates. 



 

 

Figure S2: Residual micronuclei and highly damaged cells after metal contamination. A. The 

γH2AX data shown in Figure 1 were plotted against the corresponding micronuclei ones shown in Figure 

2. Linear data fitting provided the formula y =1.2x ± 0.3 (r=0.8; p=0.04). B. The γH2AX data shown in 

Figure 1 were plotted against the corresponding HDC ones shown in Figure 2B. Linear data fitting 

provided the formula y=1.0x ± 0.3 (r=0.85; p=0.04). 

 



 

 

 

Figure S3: Mitoses and contamination with metal. Left. Number of mitoses per 100 cells in the human 

untransformed radioresistant 149BR cells after incubation for 24 h with the indicated concentration of 

metal species. Each plot represents the mean ± standard error (SEM) of at least three replicates. Right. 

The γH2AX data shown in Figure 1 were plotted against the corresponding the mitoses data shown in 

the right panel. 

 

 

  



 

 

 

Figure S4: Correlation between γH2AX data obtained after 24 h contamination with metal 

followed by irradiation and γH2AX data obtained without contamination with metal. The number 

of γH2AX foci assessed after 24 h contamination with metal shown in Figure 1 were plotted against the 

number of of γH2AX foci assessed after 24 h contamination with metal followed by an irradiation 

followed itself by 24 h repair time. The dotted line corresponds to a one to one correlation. The solid 

line is the result of a data fitting to a linear function.  

 

 

 

 

 

 

 

 

 



 

Figure S5:  Effect of ZoPra treatment and contamination with metal: Number of γH2AX (left) and 

pATM (right) foci as a function of repair time post-irradiation in the human untransformed radioresistant 

149BR incubated for 24 h with the indicated concentration of metal species and treated or not by the 

ZoPra treatment. It is noteworthy that ZoPra treatment did not affect the foci kinetics of controls (data 

not shown).  Each plot represents the mean ± standard error (SEM) of at least two replicates. 

 

 

 

 

 

 



 

Figure S6:  Relationships between the TMC, the number of γH2AX foci and the Misono softness 

parameters. A and B: Relationships between the TMC values and the number of γH2AX foci assessed 

24 h and 10 min post-irradiation. All these values are shown in Table 2. C and D. : Relationships 

between the TMC values and the Misono softness parameter (C) or the number of γH2AX foci assessed 

24 h post-irradiation (D). All these values are shown in Table 2. Continuous line reflects the data fitting 

with an exponential law : C : y=25.2 e-1.7x; r=0.75; D: y=5.43 e-0.31x; r=0.90 

 

 

 

 

 

 



 

Figure S7:  Relationships between the number of γH2AX and MRE11 foci and the Misono softness 

parameter. Relationships between the number of γH2AX foci assessed 24 h post-irradiation (A), the 

number of MRE11 foci assessed 4 h post-irradiation (B) and the Misono softness parameter. All these 

values are shown in Table 2, Figure 5 C and D. Dotted line reflects the data fitting with a linear law: A 

: y=4.3 x; r=0.54; 

 

 

 

 

 

 


