53195/95

so1-/67 [ Nostoc fiageliforme CCNUN1 (NZ CP0247851:81819-83309)
02

Nostoc punctiforme PCC 731
Nostoc sp. PCC 9709 (AF027654.1)
Nostoc calcicola

INostoc sp. ATCC 53789 (AF062638.1)
Nostoc edaphicum X

Nostoc sp. PMC 881.14 (MT984289)
Nostoc elipsosporum V

orfos | Nostoc muscorum Lukesova 1/87 (AM711523.1)
Desmonostoc muscorum | (AJ630451.1)

100/-1

9476/ 78 Desmonostoc sp. PCC 7422 (HG004586.1)

Desmonostoc sp. PCC 9230 (HG004585.1)
Nostoc linckia NIES-25 (NZ AP0182221:c3653887-3652392)
Trichormus variabilis ATCC 29413 (HF678501.1)

Nostoc sp. PCC 7120

Nostoc sp. PCC 7524

Trichormus doliolum 1

Nostoc sp. PCC 9426 (AM711538.1)

Trichormus azollae Kom-BAI/1983

Nostoc sp. PCC 6720 (DQ185240.1)

Nostoc sp. PCC 7107

55/53/84 CHAB 5844-1 1)

84199/

99/80/08

8215

85095/ | 100/100/

007100/ 100
91179/ 6

63/81/78

100/1007 100

-
10071007100 L Minunostoc cylindricum CHAB 5843 clone 3 (MK045297.1)
83193/ 84— Alinostoc tiwarii LI PS (MH497064.1)
53/85/81 [ L pliinostoc constrictum SA30 (MK503793.1)
991981 Aliinostoc sp. PMC 882.14 (MT984291)
Alinostoc soli ZH1(3) PS (MH497065.1)
Alinostoc magnkinetifex SA18 (MK503791.1)
Alinostoc catenatum SA24 (MK503792.1)
Alinostoc morphoplasticum NOS (KY403996.1)
Alinostoc sp. CENAS48 (KX458492.1)
Anabaena sp. 90
Anabaena tenericaulis 08 10
Dolichospermum solitarium PMC 196.03
Dolichospermum flos-aquae PMC 207.03
Cuspidothrix issatschenkoi 0tu37s7

51[73

100/99/g9_~ Trichormus variabilis HINDAK 2001/4 (AJ630456.1)

Trichormus variabilis GREIFSWALD (AJ630457.1)
Anabaena cylindrica PCC 7122

Anabaena bergii PMC 314.07

Nodularia sp. PCC 73104

99/91/99 Nodularia spumigena CCY9414

Calothrix sp. PCC 6303
Jleuw—{Ca\olhnx sp. PCC 8909 (AM230693.1)
Calothrix sp. XP11C (AM230698.1)

Calothrix sp. PMC 884.14 (MT984290)
Calothrix thermalis PCC 7715 (AM230701.1)
Calothrix desertica PCC 7102 (NR 114995.1)
o Calothrix sp. PCC 7103 (AM230700.1)

Calothrix parietina CCAP 1410/10 (HF678479.1)
Leptolyngbya boryanum (X84810.1)
Leptolyngbya boryana PCC 6306 (EF429290.1)
Leptolyngbya boryana IAM M-101 (AB245143.1)
Leptolyngbya boryana NIES-2135 (LC215287.1)

1

99/100/99

10011002200 11 ohtolyngbya boryana PMC 883.14 (MT984284)
Leptolyngbya crispata SEVA4-3-C6 (AY239598.1)
LILTE 5615778 Leptolyngbya sp. SEV5-3-C2 (AY239592.1)
10011067100 L— | eptolyngbya sp. SEV5-3-C28 (AY239595.1)

Leptolyngbya antarctica ANT.L67.1 (AY493572.1)

T007T007100 | eprolyngbya antarctica ANT.LWA1 (AY493604.1)

1001100/ 55| Stenomitos sp. PMC 304.07 (GQ859652.1)
62172165 [ Stenomitos sp. Ru-0-2 (MH688849.1)
Stenomitos rutilans HA7619-LM2 (KF417430.1)
106700708

Leptolyngbya frigida ANT.L53B.2 (AY493576.1)

Leptolyngbya nostocorum UAM 387 (JQ070063.1)
Leptolyngbya sp. Zehnder 1965/U140 (HM018692.1)

Leptolyngbya mycoidea LEGE 06108 (HQ832942.1)
. Leptolyngbya valderiana SABC022801 (KY807918.1)
Limnothrix redekei 165¢ (AJ505943.1)
100/100/ 100 Limnothrix redekei PMC 272.06 (GQ859647.1)
Nodosilinea sp. CENA322 (KT731143.1)
0071007100 Nodosilinea nodulosa UTEX 2910 (KF307598.1)
T 87/64/69 | Nodosilinea sp. PMC 302.07 (GQ859653.1)
95/90/63 L— Nodosilinea sp. CENA523 (KF246490.1)

Synechocystis sp. PCC 6702 (AB041936.1)
Synechocystis sp. PCC 6803 (AY224195.1)

Cyanothece sp. ATCC 51142 (AF132771.1)

Gloeocapsa sp. KO30D1 (AB067579.1)

Cyanothece sp. WH 8902 (AY620238.1)

Gloeothece sp. KO11DG (AB067577.1)

Gloeothece sp. SK40 (AB067576.1)

Cyanothece sp. PCC 8801 (AF296873.1)

Cyanobacteria sp. YW-2019b strain TP201716.4 clone 06 (MN215485.1)
Cyanobacteria sp. YW-2019b strain TP201716.1 clone 03 (MN215477.1)
Pseudo-chroococcus couteii PMC 885.14 (MT985488)

Inacoccus carmineus CCIBI3475 (MFO072349.1)

Inacoccus carmineus CCIBt3418 (MF072348.1)

Gloeocapsa sp. PCC 73106 (AB039000.1)

100/100/ 100 Uncultured L sp. Allallotu7-1 16 (KP676759.1)

98799776 L— Limnococcus limneticus Svet06 (GQ375048.1)
10011001100 [— Cryptococcum komarkovaum CCALA 054 (MF072346.1)
Cryptococcum brasiliense CCIBt3410 (MF072345.1)
100/100/99_{ Chroococcus minutus SAG 41.79 (KM019988.1)
Chroococcus minutus CCALA 055 (GQ375047.1)

65/-1-

00/100/100 | Kamptonema

Chroococcus turgidus CCIBt3508 (MF072352.1)

Chroococcus cf. westii CCALA 702 (GQ375044.1)

Chroococcus subviolaceus CCIBt3549 (MF072353.1)
99196791 - Chroococcus subviolaceus CCIBt3506 (MF072351.1)

ormidium cf. nigrum CCALA 147 (AM398779.1)

hormidium cf. irriguum CCALA 759 (EU196638.1)

10071007100

100/100/100_| Phy
Pl
Lyngbya martensiana H3b/7 (JN854142.1)
100 Lyngbya martensiana PMC 880.14 (MT984286)
100/99/99_; Trichodesmium thiebautii (AF091321.1)
10011001100 ET

richodesmium hildebrandtii (AF091322.1)
Trichodesmium erythraeum IMS101 (113473942:3137158-3138645)

animale INDIA92 (KP221930.1)

Kamptonema animale CCALA 771 (KP221932.1)
Microcoleus vaginatus Luznice (KC633959.1)
Microcoleus autumnalis Arct-Ph5 (DQ493873.2)
Microcoleus autumnalis SAG 35.90 (EF654081.1)
Microcoleus vaginatus CCALA 154 (JN230342.1)
Microcoleus vaginatus PCC 9802 (AF284803.1)
Microcoleus vaginatus SAG 2502 (MK953007.1)
Microcoleus vaginatus PMC 879.14 (MT984285)
81/81/60 | Microcoleus vaginatus JR12 (IN230335.1)
Microcoleus vaginatus JR6 (JN230339.1)

1001100199 Lyngbya robusta CCALA 966 (JN854138.1)
Lyngbya aestuarii PCC 7419

Planktothricoides raciborskii NSLA4 (AB045963.1)

770510

100/99799

10071007100 |, planktothricoides raciborskii NIES-207 (AB045960.1)
52162/ - L planktothricoides raciborskii OR1-1 (B045964.1)
Laspinema lumbricale UTCC 476 (AF218375.1)
Laspinema thermale HK S5 clone cl2 (MF360989.1)
Laspinema thermale HK S3 clone cl2 (MF360982.1)
Laspinema sp. PMC 878.14 (MT984288)
Phormidium cf. terebriformis KR2003/25 (AY575036.1)
Laspinema etoshii KR2008/49 (KC014068.1)
violaceus PCC 7421 (AF132790.1)

10071007100
81/91/68

90/-/86

i PMC 877.14 (MT984287)

Nostocales

Synechococcales

Chroochococcales

Oscillatoriales

Figure S1. Consensus phylogenetic tree based on 16S rRNA gene sequences of representative cyanobacteria strains belonging to the
orders Oscillatoriales, Nostocales, Chroococcales and Synechococcales, Balaruc-les-Bains strains (in bold) and one outgroup
(Gloeobacter violaceus). Numbers above branches indicate bootstrap support (>50%) from 1000 replicates. Bootstrap values are given in

the following order: neighbor joining/maximum likelihood/maximum parsimony.
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