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Table S1. NMR data of compound 4.

on

Carbon Atom 5c
Number
1 165.05
3 45.47
4 22.56
5 28.36
6 59.14
7 169.37
NH
9 56.18
10 36.79
1’ 135.93
2 129.29
3 129.10
4’ 127.57

3.58-3.62(2H, m)
1.91-2.04(2H, m)
2.01-2.04(1H, m)
2.33-2.35(1H, m)
4.09(1H, t)

5.59(s)
428(1H, dd)
2.78(1H, dd)

3.62-3.66(1H, m)
7.22-7.36(5H, m)

Table S2. NMR data of compound 1.

Carbon Atom Number oc on
1 165.54
3.25m
3 44.99 2 03m
4 22.30 1.70m
2.0m
5 28.28 1.40m
6 58.84 4.03t
7 169.35
9 56.46 4.23t
3.40m
10 35.16 2 93m
1 127.51
2’ 131.25 7.04d
3 115.22 6.62d
4’ 156.34
5 115.22 6.62d
6’ 131.25 7.04d
4’ -OH 9.17
8-NH 7.85




F2100
~2000
~1900
~1800
~1700
1600
~1500
1400
1300
F1200
~1100

0681
96061
10861
0ET0°7
PRIET
alsL T
SLLLTH.
_E&
L5187
8IS
6809°¢ ]
LIRS
LIR0F
0897
087’
£Ir9s—

S0z
18671
£TL
16T,
160§
18551
1561

2'-6'

-+

s

6

1 (ppm)
Figure S1.'H NMR spectra of compound 4.
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Figure S2. 1*C NMR spectra of compound 4.
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Figure S3. '"H NMR spectra of compound 1.
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Figure S4. 1C NMR spectra of compound 1.
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Figure S5. UPLC-MS spectra of fermentation broth extractsandidentification of each
compound.
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Figure S6. HPLC analysis of signaling molecules.

Figure S7. Agarose electrophoresis of the PCR-amplified NRPSs fragment. M: DNA marker
DL2000; 1-2: blank control; 3-4: partial NRPSs gene fragment.



Figure S8. Agarose electrophoresis of PCR-amplified NRPSs fragment from the recombinant
plasmid. M: DNA marker DL2000; 1-2: blank control; 3-4: partial NRPSs gene fragment.

Figure S9. The identification of mutant using PCR. M: DNA marker DL2000; 1-4:
Amplification of NRPSs fragment using genomic DNA of Serratia odor ifer a as template; 5-
6: Amplification of NRPSs fragment using genomic DNA of Serratia odorifera mutant as

template.



