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Figure S1. Correlation between the mRNA expression level of SETDS8 and the stage/OS of HGSOC
patients. There was no correlation between the mRNA expression level of SETD8 and the
stage/survival/ of HGSOC patients(n = 34) from Pearson correlation.
Table S1. mRNA expression level of SETDS, stage, and overall survival of HGSOC patients.
No. 1 2|/3|4|5|6|7|8|9|10|11|12|13|14|15|16|17|18|19|20|21|22|23|24|25|26|27|28|29|30|31|32|33)|34
SEISZ;Z;T‘A 20.63(8.73|8.73|7.73|7.57|6.79|5.72|5.05|1.55|1.41/1.39|1.21|1.06/1.04|1.03| 1.02(0.84/|0.80|0.77|0.68|0.66|0.66|0.61|0.60(0.55|0.53|0.49|0.45|0.44|0.42|0.37|0.34/|0.33|0.31
Stage 3 3/3/4|3|2|2|3|4|3|3|4|3|3|4|3|1|4|3]2|3|3|3|3|3|3|3|3|3|3[3|3]4]3
0S (Month) 47 | 58 | 54 | 47 | 55 |NA|NA| 51|22 |55|115/58 | 47 |[NA |34 NA|45 91|64 |89 |18 INA|NA| 64|15 |49 |51 |55|NA|60|67 |43 |NA|40

NA: Not available
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Figure S2. Schematic representation of the role of SETD8 and potential mechanism of pro-apoptotic

response induction in HGSOC.




