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Current Data Parameters
NAME         Oct13-2020
EXPNO               110
PROCNO                1

F2 - Acquisition Parameters

Date_          20201013
Time              14.17 h
INSTRUM  Avance Neo 500
PROBHD   Z119470_0333 (
PULPROG            zg30
TD                65536
SOLVENT            DMSO
NS                   32

DS                    0
SWH           14705.883 Hz

FIDRES         0.448788 Hz
AQ            2.2282240 sec
RG              95.7854
DW               34.000 usec
DE                 6.79 usec
TE                300.1 K
D1           1.00000000 sec
TD0                   1
SFO1        500.1730885 MHz
NUC1                 1H

P0                 3.33 usec
P1                10.00 usec

PLW1        20.93000031 W

F2 - Processing parameters
SI                65536
SF          500.1700031 MHz
WDW                  EM
SSB      0
LB                 0.30 Hz

GB       0
PC                 1.00
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Figure-S1-The molecular structure of the polymer (PGMD) was investigated by 1H NMR ( Bruker Advance II JEOL 500 MHz spectrometer) 

with DMSO-d6 as a solvent and TMS as internal standard. The chemical shifts were recorded and are identified as shown the figure. 

The 1H NMR spectra of PGMD (Poly-glycerol-malic acid- dodecanedioic acid) in DMSO- d6 solvent at ambient temperature. The free 

polymer in the solution showed different peaks according to its structure. The peak at 1.239 ppm corresponds to the methylene protons (-

CH2-). Similarly, other peaks lying in the range 1.5 ppm, 2.1 ppm, 2.29 ppm, 3.3-4 ppm depicts the methylene protons of the polymer. From 

the spectra it is evident that the individual components of the polymer (malic acid, glycerol and DDA) were successfully incorporated in the 

PGMD polymer.  



 

 Figure S2-For the functional group analysis, vacuum dried samples of PGMD 7:3 was analysed by Fourier transform 

infrared spectroscopy (FTIR). The pellets was prepared along with KBr and scanned in the range of 4000 to 400 cm−1 

against blank KBr pellet. The FT-IR studies of PGMD 7:3 polymer showed the presence of a C=O stretch at 17333.59 

cm−1, which is a typical of ester bonds.  



Figure S3: Represents the Size and PDI analysis of PGMD-DG 6:4 NP 



Figure S4: Represents the Size and PDI analysis of PGMD-DG 7:3 NP 



Figure S5: Represents the Size and PDI analysis of PGMD 6:4 NP 



Figure S6: Represents the Size and PDI analysis of PGMD 7:3 NP 
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