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Figure S1 

 
Figure S1. Effect of EF-Tu on Gln-tRNACUA stability and CF HttEx1 synthesis. Deacylation assay of Gln-tRNACUA 
in the absence (a) and in the presence (b) of a 2x excess active EF-Tu. Original images related to Figure 7 in the 
main text. 


