
MCF10A MCF7 (2) and MCF7HER2 (3)

Supplementary Figure S1. Hierarchical cluster analysis of normalized relative metabolite concentrations in all samples



MCF10A MCF7 (2) and MCF7HER2 (3)

Supplementary Figure S2. Metabolites showing major differences in concentration between all MCF10A and cancer cell lines. Major 
features were determined using Statistical Analysis for Microarray (SAM) test which performs a feature specific t-tests and computes 
statistical relevance value  that measures strength of the relationship between each feature and a response variable. 
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Supplementary Figure S3. Average relative concentration of lactic acid, succinic acid and histidine in different cell lines and treatments.


