Figure S2. PCA scores plots of concatenated positive and negative mode ESI-MS data, indicating
clustering of Tora and Resolution leaf and stem samples. a: PC1 vs PC2 of leaf and stem data,
coloured by harvest position; b: PC1 vs PC4 of leaf and stem data, coloured by genotype; c: PC1 vs
PC5 of leaf and stem data, coloured by genotype; d: PC1 vs PC2 of leaf data only, coloured by
genotype and harvest position; e: PC1 vs PC2 of stem data only, coloured by genotype and harvest
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