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Figure S1. PCA loadings of all study samples, based on all metabolites, as described in Figure 1. 
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Figure S2. Heatmap of Pearson correlation results between selected metabolites and 

immune response markers (all cuberoot-transformed). Complete correlation matrices 

(with R, P, Q values) are provided in Tables S10-12. 



 

 

 

 

 

 

 

 

 

 

  

Figure S3. Correlation network between immune markers and the arachidonic acid pathway metabolites, 

in ward samples (a) and ICU samples (b). Circular nodes are immune markers, and square nodes are 

metabolites (in blue - elevated in that subset). Blue edges depict positive correlation, and red negative 

correlation, with line width corresponding with |R| (between 0.3 and 0.7). Nodes with thick frame are of 

special interest due to differences between the two groups. The correlation matrices are provided in Tables 

S13-14.  


