
Figure S1. Principal Component Analyses (PCA) of RNA-seq and MBD-seq data.
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PCA of RNA-seq (a, b) and MBD-seq (c, d) are presented as 3-D (a, b) or 2-D
(c, d) plots. For RNA-seq, all data from F1 and F3 generations are combined and
presented for (a) generations and testicular cell types or (b) exposure. MBD-seq
data of the testicular somatic cells are presented for (c) F1 and (d) F3 generations.


