Table S1. Physical properties including height, body weight, muscle, body fat, and body mass
index (BMI) of the individual subjects

Height (cm) | Body weight (kg) Muscle Body mass index | Body fat (kg)
mass (kg) (BMI)

Subject1 145.4 403 18.8 19.1 14.3
Subject? 144.1 425 17.9 20.5 20.8
Subject3 143.2 36.1 16.6 17.6 13.0
Subject4 143.7 323 14.7 15.6 12.4
Subject5 141.8 419 16.2 20.8 26.6
Subject6 153.8 39.9 19.3 16.9 10.0
Subject7 148.4 331 15.9 15.0 8.9
Subject8 142.0 29.8 13.8 14.8 104
Subject9 145.3 32.0 14.3 15.2 13.4
Subject10 140.1 329 14.6 16.8 15.2
Subject11 136.2 34.1 14.2 18.4 19.1
Subject12 141.8 354 14.8 17.6 19.2
Subject13 1411 40.8 16.5 20.5 24.0
Subject14 137.5 31.0 14.2 16.5 13.0
Mean 143.2 35.9 15.8 17.5 15.7
SD 4.4 4.4 1.8 2.1 54




Figure S1. Schematic

diagram of the experimental schedule in the study.
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Table S2. Fold-change and VIP of identified metabolites between before and 1, 5 or 10 day after
WTS in PLS-DA.

Fold change / VIP

No. Metabolites After_1D/Before After_5D/Before After_10D/Before

Fold change VIP[1] Fold change VIP[1] Fold change VIP[1]

1 1,3-Dihydroxyacetone 1.10 0.46 0.90 0.54 0.96 0.20
2 1,3-Dimethylurate 1.00 0.00 0.71 1.42 0.66 1.63
3 1-Methylnicotinamide 1.91 2.39 0.94 0.33 1.08 0.31
4 2-Aminoadipate 0.98 0.18 0.88 0.98 0.78 1.60
5  Fydroxy:3- 0.92 092 104 055 100 003
methylvalerate
6 2-Hydroxybutyrate 0.92 0.75 142 2.15 0.83 1.58
7  2-Hydroxyisobutyrate 0.95 0.45 0.90 0.96 0.92 0.70
8 2-Hydroxyphenylacetate 1.37 0.88 0.93 0.31 0.78 1.67
9 2-Octenoate 1.33 1.01 0.99 0.03 1.01 0.04
10 2-Oxoglutarate 0.89 0.70 1.12 0.64 0.85 0.92
11 2-Oxoisocaproate 0.84 1.78 0.93 0.80 0.89 1.36
12 2-Phenylpropionate 0.87 0.95 0.82 1.38 0.95 0.31
13 3-Hydroxybutyrate 1.03 0.31 0.90 0.98 0.88 1.03
14 3-Hydroxyisovalerate 1.10 0.70 1.12 0.76 1.18 1.18
15 3-Indoxylsulfate 1.84 1.74 0.97 0.13 0.98 0.09
16 3-Methyl-2-oxovalerate 1.03 0.41 0.99 0.10 0.94 0.88
17 3-Phenyllactate 1.22 1.07 0.86 0.66 0.78 1.24

18 4-Aminobutyrate 1.10 0.71 1.07 0.72 1.00 0.01
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Table S3. Parameters of multivariate analysis in PCA and PCA trajectory score plot in urine.

PCA R2X R2X(cum) Eigenvalue Q2 Limit Q2(cum) Significance
1 0.23 0.23 124 0.158 0.0301 0.158 R1
2 0.0824 0.313 4.45 -0.0123 0.0305 0.148 R2
PCA
) R2X R2X(cum) Eigenvalue Q2 Limit Q2(cum)  Significance
trajectory
1 0914 0914 3.66 0.401 0.259 0.401 R1
2 0.0504 0.965 0.202 -0.116 0.341 0.341 N3
3 0.0352 1 0.141 0.999 0.506 1 N3




Figure S2. PLS-DA plots, parameters and results of permutation test between before

and 1 (A) (or 5 (B), or 10(C)) day after WTS.
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Figure S3. Metabolisms related to selected biomarkers (A) between before and 1 day after WTS
and (B) between before and 5 days after WTS.
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Figure S4. Overall pathway related to selected biomarkers.
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