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Figure S1. Differential Gene Expression of Adenylate Kinases. T-test comparisons between normal (N) and tumor (T) data
sets. Multiple (*) indicates a P-value < 0.05.

Metabolites 2021, 11, 859. https://doi.org/10.3390/metabo11120859 www.mdpi.com/journal/metabolites



Metabolites 20

21, 11, 859

20f2

A ns ns ns ns ns . ns
8 % .
.

- e

v ]

e I * *s 32 :

b4 . .

S .

) * oy

-l - .
4 oq . ° . o ! .

J . s L e o3

% . [ .

g .

w2 3

!!l.
o L
AK1 AK2 AK3 AK4 AKS AK6 AK7 AK8 AK9
Normal Tumor

AK7 @ Axi 035
AK9 ‘ 076 AK3 0.1 017
AK4 036 04 036 AKS8 0.07 0.32 0.01
AKS 027 0.16 0.12 0.14 AK7 0.59 0.06 0.12 -0.06
AK6 0.04 001 0.12 -0.02-0.05 AK9 0.48 0.35 0.18 0.06 0.01
AK3 0.09 0.13 0.14 0.03 -0.02-0.05 AK6 012 003 0 023 0.06 0.32
AK2 045 0 -0.04 0.08 -0.14-0.14-0.08 AK4 0.25 -0.08-0.06-0.17 0 -0.28-0.04
AK1 0.12 0.19 -0.06-0.09-0.14 0.1 -0.01-0.06 AK5 0.15 0.09 0.03 0.03 -0.03-0.03-0.17-0.01

Figure S2. Expression Heterogeneity of Adenylate Kinase Among form tissue specific hierarchical Clusters. (A) RNA data
was mined and modeled to look for specific gene expression changes among tumor stages (stages 1-4). ANOVA test com-
parisons among tumor stages. Single () indicates a P-value less than 0.05. Adenylate Kinase Hierarchical Clusters. (B)
Correlation matrix for normal (left) and tumor (right) data. Correlation coefficients represent and genes were grouped
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based of a hierarchical clustering order.
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