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Table S1. Gene symbol, Primer pairs 

 

 

 

 

 

 

 

 

 

Table S2. Relative gene expression levels per experimental group. 

  
 

Relative Gene expression of the different treatment groups  

 

Gene control 
HRF-PT 
treatment   LPS treatment 

HRF-PT /LPS 
treatment   Pvalue 

iNOS 1.00 ± 0.07 0.75 ± 0.05 1.59 ± 0.24 0.40 ± 0.09 p<0.05 
IL6 1.03 ± 0.17 0.85 ± 0.05 1.92 ± 0.24 0.42 ± 0.07 p<0.05 
IL1B 1.05 ± 0.24 0.75 ± 0.02 1.55 ± 0.21 0.38 ± 0.09 p<0.05 
IL10 1.09 ± 0.32 0.65 ± 0.05 1.61 ± 0.24 0.41 ± 0.09 p<0.05 
TNFa 1.00 ± 0. 01 0.72 ± 0.05 1.50 ± 0.24 0.38 ± 0.09 p<0.05 
pikBα,  1.17 ± 0.41 0.75 ± 0.05 1.59 ± 0.24 0.40 ± 0.09 p<0.05 
NFkB,  1.02 ± 0.15 0.73 ± 0.05 1.57 ± 0.24 0.40 ± 0.09 p<0.05 
GPX1 1.05 ± 0.37 1.15 ± 0.09 0.75 ± 0.24 1.50 ± 0.19 p<0.05 

 

 

Gene 

symbol 

Primer R Primer F 

iNOS 5'- CTGCCGAGATTTGAGCCTCATG -3' 5'- GCTCTACACCTCCAATGTGACC -3' 

IL6 5'-TTCTGCCAGTGCCTCTTTGCTG-3' 5΄-AGACAGCCACTCACCTCTTCAG-3΄ 

IL1B 5'-GTGCAGTTCAGTGATCGTACAGG-3' 5΄-CCACAGACCTTCCAGGAGAATG-3΄ 

IL10 5'-TCAGACAAGGCTTGGCAACCCA-3' 5΄-TCTCCGAGATGCCTTCAGCAGA-3΄ 

TNFa 5'-ATGGGCTACAGGCTTGTCACTC-3' 5΄-CTCTTCTGCCTGCTGCACTTTG-3΄ 

pikBα 5'-GTCAGCTGCTTCCACATCAA-3' 5΄-AGACAGCCACTCACCTCTTCAG-3΄ 

NFkB 5- CAGCAGAAAGCTCACCACACTC -3’ 5΄- GGCAGACCAGTGTCATTGAGCA -3΄ 

GPX1 5'- CTCGAAGAGCATGAAGTTGGGC -3' 5΄- GTGCTCGGCTTCCCGTGCAAC -3΄ 


