
 

Figure S1. The distributions of the number of genes by the number of splice variant assigned to a gene. (a) all (14427) detected genes; (b) 9235 genes randomly selected out of 14427 

detected genes; (c) 4236 genes randomly selected out of 14427 detected genes; (d) 9235 genes with phenotype-specific expression; c) 4236 genes with phenotype-specific expression of 

one or two splice variants. 


