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Simple Summary: Myostatin is a negative regulator of muscle growth and development, and
mutational inactivation of this gene increases muscle mass. Knockout of the mstnb gene in Pelteobagrus
fulvidraco did not increase muscle mass, although our previous study of the mstna gene did. Instead,
it reduced the body size and growth performance of Pelteobagrus fulvidraco. Through the present
study, we found that the mutant Pelteobagrus fulvidraco had a reduction in the number of vertebrae,
the length, and the intervertebral distance in Pelteobagrus fulvidraco, and these changes may be the
underlying cause of the shorter body length in mutant Pelteobagrus fulvidraco. Histological comparison
of the same sites in the mstn mutant and wild groups of Pelteobagrus fulvidraco also revealed that
the number and density of osteocytes were greater in mstnb knockout Pelteobagrus fulvidraco than in
wild-type Pelteobagrus fulvidraco.

Abstract: Based on obtaining mstnb gene knockout in Pelteobagrus fulvidraco, a study on the effect of
the mstn gene on skeletal morphology and growth was performed by comparing the number and
length of the vertebrae of mutant and wild-type fish in a sibling group of P. fulvidraco, combined
with the differences in cells at the level of vertebral skeletal tissue. It was found that mstnb gene
knockdown resulted in a reduction in the number of vertebrae, the length, and the intervertebral
distance in P. fulvidraco, and these changes may be the underlying cause of the shorter body length
in mutant P. fulvidraco. Further, histological comparison of the same sites in the mstn mutant and
wild groups of P. fulvidraco also revealed that the number and density of osteocytes were greater
in mstnb knockout P. fulvidraco than in wild-type P. fulvidraco. Our results demonstrated that when
using genome editing technology to breed new lines, the effects of knockout need to be analyzed
comprehensively and may have some unexpected effects due to insufficient study of the function of
certain genes.

Keywords: myostatin b; genome editing; Pelteobagrus fulvidraco; body length; skeleton; vertebral
centrum

1. Introduction

Myostatin (MSTN), a secreted hormone mainly produced by skeletal muscle, is a
negative regulator of muscle development and growth [1–3]. Spontaneous mutations in
the mstn gene, causing skeletal muscle mass to increase, are found in many mammals [4–6].
Through selective breeding, Belgian Blue cattle and Piedmontese cattle, carrying a mutant
myostatin gene (mstn), have become superior domestic animal strains. As an essential gene
for improving production efficiency, the myostatin gene is given more attention in modern
animal breeding.
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The continuous improvement of gene editing technology has broad applications in
basic research, breeding, and biomedicine. Much research on the applications of gene
editing for breeding target traits in aquatic animals has been reported. Various mutations
in fishes, shrimp, and other aquatic species have been obtained in recent years. Kim
et al. [7] found that a zebrafish model with a functional deficiency of the Down syndrome
gene showed social impairments relevant to autism. EcMIH gene deletion shortened the
metamorphosis time from mysis larva to postlarva of Exopalaemon carinicauda [8]. Nie
et al. [9] found a crucial role for runx2b in intermuscular bone formation using CRISPR-
Cas9. To obtain individuals with a high meat yield, mstn gene editing in many kinds of
fish was conducted. Recently, genome editing technology induced a disruption to the fish
mstn gene in yellow catfish [10–12], common carp [13], channel catfish [14], zebrafish [15],
medaka [16], red sea bream [17], and olive flounder [18]. They all displayed a double
muscling phenotype, whereas the increased muscle mass was varied.

Yellow catfish (Pelteobagrus fulvidraco Richardson) is an important freshwater product
in Chinese aquaculture [19–21]. The aquaculture production of yellow catfish in China was
536,964 tons in 2022 [22]. To improve the low meat yield, we have reported knockouts of
the mstna and mstnb genes in yellow catfish [10,11] and found that the deletion of mstna
resulted in the double-muscle phenotype in yellow catfish [12].

This study found that the yellow catfish carrying genome-edited mstnb exhibited
no significant effect on muscle mass. However, it showed a shorter body length and
a higher HBL ratio (head length/body length). Some studies pointed out that MSTN
regulates skeletal muscle growth and closely relates to bone metabolism in mammals [23,24].
There are few reports about the effect of mstn mutations in fish bone phenotype or bone
metabolism. Only Kishimoto et al. [17] found a new phenotype of a short body length
and small centra in mstn knockout red sea bream, which is not observed in mice and other
teleost fish. A shorter body length would decrease fish meat; thus, we investigated (1) the
alterations in growth and shape in mstnb mutant yellow catfish; (2) the bone changes of the
vertebral column in mstnb mutant yellow catfish; and (3) the possible mechanism of MSTN
contribution to bone formation.

Further research will compare mstna and mstnb gene mutants to determine their
functions and confirm the phenotype of the double mutants in yellow catfish. This research
on the influence of mstn gene mutations on body length and bone development could
comprehensively evaluate its effect on improving the Pelteobagrus fulvidraco aquaculture
industry.

2. Materials and Methods
2.1. Artificial Insemination and Breeding of the Heritable Myostatin b Gene (mstnb) Mutation in
Yellow Catfish

When founder yellow catfish [11] carrying the mutated allele with an 8 bp deletion
(nju22) reached maturity, they were mated with wild-type partners to obtain F1 offspring.
Then, F1 offspring (mstnbnju22/+) carrying the mutation were raised to adulthood and mated
to obtain F2 homozygous offspring.

Artificial insemination and breeding of yellow catfish were performed using the
procedures described previously [12]. LHRH-A2 (Ningbo Sansheng Pharmaceutical Co.,
Ltd., Ningbo, China) and Domperidone Injection Solution (Ningbo Second Hormone
Factory, Ningbo, China) were used to promote the maturity of the parental fish. The eggs
were collected by repeatedly massaging the female yellow catfish’s abdomen. The collected
eggs were mixed immediately with minced testes removed from a male individual in
a 0.75% NaCl solution. Then, the fertilized eggs were dispensed on the meshes in lab
aquariums with aerated water at a density of approximately 300–500 eggs per aquarium
(0.15 m3). The hatching water temperature was maintained at 28 ◦C in the lab aquarium.
The hatching larvae were raised similarly to growing zebrafish for further screening. At
3–4 weeks post-hatching, the juvenile yellow catfish were transferred to a large tank for
raising (3.2 m × 1.6 m × 0.3 m).
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2.2. Genotyping of Yellow Catfish Carrying Mutated mstnb Allele (nju22)

Founder yellow catfish potentially carrying the heritable targeted inactivation of
myostatin gene (mstnb) were identified using the methods described previously [12] (Zhang
et al. 2020). Multiplex PCR amplification was used to identify the genotype and the gender
of the yellow catfish. A tiny piece of caudal fin derived from the founder or offspring was
clipped to quickly make the genomic template by directly submerging it into YSY buffer
(YSY, China) and incubating it at 65 ◦C for 30 min, at 95 ◦C for 10 min, and at 16 ◦C for
1 min. A total of 1 µL of the lysis solution was then used as a PCR template to amplify the
mstn fragment.

The PCR reaction contained 5 µL of Multiplex PCR Master Mix (Applied Biosystems,
USA), 2 µL of 10 µM forward primers (5′-AGCTCGACCAGTGAGTCAGTCAAAGCGTAT-
CTCAGACC-3′ and 5′-CGACAGACAGTAAGGTCTCTGAGAGATGAAGAAGGGGGAC-
AAG-3′) and reverse primers (5′-TCTTTCCCTTGGCTGTCA-3′ and 5′-TTTCGGAACAGA-
GGGAGTGG-3′), and 20 µM fluorescence labelled probes (5′VIC-CAGGAACTCAGTGTGA-
CACTC-3′, green fluorescence; and 5′-NEDCGACAGACAGTAAGGTCTCTG-3′, yellow
fluorescence). The amplification conditions were 94 ◦C for 5 min; 26 cycles at 94 ◦C for
30 s, 56 ◦C for 40 s, and 72 ◦C for 40 s; 8 cycles at 94 ◦C for 30 s, 53 ◦C for 40 s, and
72 ◦C for 30 s; 72 ◦C for 2 min; and 4 ◦C for 5 min. The fragments were separated by
capillary electrophoresis in an ABI 3031 Gene Sequencer and Gene-mapper V4.1 was used
to calculate the size of each fragment.

Three different genotypes of mstnb in the F2 offspring were identified: a single blue
peak (PCR fragment size was 347 bp) denoted a wildtype genotype; double blue peaks
(PCR fragment sizes of 339 bp and 347 bp) indicate a heterozygote; and a single blue peak
(PCR fragment size of 339 bp) represented the mstnb knockout homozygote. Any samples
with unexpected results were reamplified and re-run for confirmation.

2.3. Morphological and Growth Analysis of Yellow Catfish

To observe the morphological phenotype of mstnb null yellow catfish, 600 offspring
from mstnbnju22/+ yellow catfish were raised together in the lab aquarium
(3.2 m × 1.6 m × 0.3 m) under the abovementioned conditions. The culture temperature
was maintained at 24–28 ◦C, and special feed for P. fulvidraco was fed to them twice daily. At
approximately 60 dpf (days post-fertilization), the PIT chip was implanted in the peritoneal
cavity, and genotyping was performed by clipping the fins using the method described
above. The morphological differences were observed and recorded every month. Mor-
phological data were measured randomly in 300 experimental fish at a time. Body weight
(the weight of fish without water), body length (the length from the tip of the snout to the
caudal end of the tail fin), body height (the vertical distance at the top of a fish), body width
(the maximum distance from the left to the right side of the fish body), and head length
(the length from the tip of snout to the end of gill cover) of yellow catfish were measured
at 90, 180, 270, and 360 dpf. Experimental data were normalized using the HBL ratio
(head length/body length) to compare the differences in the length of the trunk between
wild-type and mstnb null yellow catfish.

2.4. Skeletal Staining and Vertebral Counts

Wild-type and mstnb knockout yellow catfish at 90 (male, n = 30) and 360 (male, n = 31)
dpf were used for vertebral counts. All individuals were euthanized using an overdose of
the anesthetic MS-222 (Sigma Aldrich, Saint Louis, MO, USA).

Skeletal examination of juvenile specimens (5–10 cm) was performed by making the
skeletal specimens transparent and staining with them Alizarin red (Aladdin, Shanghai,
China) and Alcian blue (Aladdin, Shanghai, China) to identify bone and cartilage, using
the methods described in references [25–28]. They were prepared by removing the skin,
gills, and viscera. The skeleton of a 360 dpf individual was obtained directly by boiling and
removing the muscle.
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The specimens were dehydrated and fixed in 95% ethanol for 2–3 days, and then they
were transferred into acetone for fat removal. After removing the acetone with water or 70%
ethanol, Alcian blue and Alizarin red staining solutions were added to the specimens for
one or two days at room temperature. For transparency and to allow the visualization of the
stained skeletal elements, stained fish were immersed in a 0.5% potassium hydroxide (KOH)
solution to hydrolyze soft tissues. After cleaning in 0.5% KOH, the fish were gradually
transferred to 100% glycerin. Stained bone specimens were stored in 100% glycerin with a
small grain of thymol as a preservative.

Vertebral counts were performed with the naked eye or a stereomicroscope (SDP-
TOP SZ). Counts and vertebral regionalization were performed according to the refer-
ences [29,30]. The total vertebral number (Vt) included the vertebrae of the Weberian
apparatus, precaudal vertebrae, and caudal vertebrae. The vertebral numbers in the three
regions of the axial skeleton were also counted: the Weberian apparatus (the first six precau-
dal vertebrae are regionalized as the Weberian vertebrae in Bagridae, and the sixth Weberian
vertebra is associated with the first rib), precaudal vertebrae (vertebrae from the seventh to
the first anal fin pterygophore without Weberian vertebrae), and caudal vertebrae (vertebrae
from the first anal fin pterygophore to vertebrae of the caudal complex).

2.5. Histological Analysis on the Vertebral Column of Yellow Catfish

Wild-type and mstnb knockout yellow catfish juvenile (male, n = 3 individuals) at
90 dpf were selected for histological analysis of the vertebral column. The fish were
sectioned transversely in three positions (dorsal fin, ventral fin, and adipose fin) and longi-
tudinally in the parts (precaudal vertebrae and caudal vertebrae) of the body (Figure 1A).
The fish were subdivided into tissue blocks, and fixed in Bouin’s solution. The vertebrae
were decalcified with EDTA-2Na for thin sectioning and embedded in paraffin. Sagittal
sections were cut 7 µm thick with a rotation microtome using tungsten carbide knives. The
sections, stained with hematoxylin and eosin, were examined with a light microscope.
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fish using Transcription Activator-Like Effector Nucleases (TALENs) [11]. Mutant mstnbnju22 
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to encode a truncated protein with only the 1st–192nd amino acid residues and an altered 
fragment (NQPVAERRHEAAAAVVAQAARE) due to a reading frame shift (Figure 2). 

Figure 1. Schematic shows the slice positions and centrum parameter analysis at a yellow catfish
fish. (A) Schematic showing the transverse and longitudinal slice positions (black lines) at a yellow
catfish fish. (B) Schematic showing the centrum length and width at trunk and rump at 180 dpf.
(C) Histograms showing the ratio of CL/CW (centrum length/centrum width) in the yellow catfish
centrums at the trunk and rump. (D) Muscle sections from the same locations in the mutant and wild
type showed no significant differences. Data are shown as mean ± SD (n = 3). * p < 0.05.
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2.6. Quantitative Analysis of Centrum Variations

To quantitatively analyze centrum variations in the histological sections of yellow cat-
fish, we used the method previously reported in red sea bream and medaka research [31,32].
The length and width of the centra were measured in longitudinal sections of the trunk
and rump part (Figure 1B). The ratio of centrum length and centrum width (CL/CW) were
normalized to analyze the differences between mstnb null yellow catfish and their wild-type
siblings (Figure 1C).

The cross-sections of the trunk and rump were selected to analyze differences. The
same areas of the centra were chosen from mstnb knockout yellow catfish and their wild-
type siblings to count the osteocyte numbers. Cellularity was calculated as the number of
osteocytes per cross-sectional muscle area. The bone area was measured from captured
digital images using the software ZEN 2 (Carl Zeiss Microscopy GmbH, Oberkochen,
Germany, 2011). The number and the size of muscle fibers were calculated by the ImageJ
program (National Institution of Health, Bethesda, MD, USA).

2.7. Statistical Analysis

Statistical analysis of the data was performed using GraphPad Prism 8 (GraphPad
Software Inc., Boston, MA, USA). Data were presented as mean ± standard deviation (SD).
Datasets were examined for the normality and homogeneity of the variance test using the
D’Agostino and Pearson test (K2) and F-test, respectively. For variables with a normal
distribution, the independent samples t-test (unpaired two-tailed p-value) was utilized to
compare two groups. The Mann–Whitney test was used to compare abnormal distributional
variables between two groups. Owing to the number of statistical tests we performed, a
Bonferroni correction for multiple testing [33] was applied. Three independent growth
outcomes were tested: body weight, full length, body length, body height, body width.
Therefore, the significance level p = 0.05 was divided by five, which provides a significance
level corrected for multiple testing: p = 0.01.

3. Results
3.1. Yellow Catfish Carrying Mutated mstnb Have Normal Reproductive Capacity

Previously, we generated six targeted disruptions (mstnbnju20−25) of mstnb in yellow
catfish using Transcription Activator-Like Effector Nucleases (TALENs) [11]. Mutant
mstnbnju22 yellow catfish carry a mutated allele with a nucleotide insertion (A) replacing
9 bp (GACACCCAG, nt978–986) in Exon 2 of mstnb. This mutant mstnbnju22 allele was
predicted to encode a truncated protein with only the 1st–192nd amino acid residues and
an altered fragment (NQPVAERRHEAAAAVVAQAARE) due to a reading frame shift
(Figure 2).

Artificial propagation of male mstnbnju22/+ and female mstnbnju22/+ yellow catfish
was performed as described above. The fertilized eggs produced by mstnbnju22/+ (male)
× mstnbnju22/+ (female) could develop normally to sexual maturity (F2), and the ratios
of mstnb+/+, mstnbnju22/+, and mstnbnju22/nju22 were approximately 25%, 50%, and 25%,
respectively. Both mstnbnju22/nju22 and mstnbnju22/+ yellow catfish were fertile and their
offspring showed normal development. These results demonstrated that the mstnb gene is
not vital for yellow catfish’s survival and reproduction.
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cated protein presumptively encoded in mstnbnju22 yellow catfish contains only the 194 amino acid 
residues of mstnb plus 22 new amino acid residues. 

Artificial propagation of male mstnbnju22/+ and female mstnbnju22/+ yellow catfish was 
performed as described above. The fertilized eggs produced by mstnbnju22/+ (male) × 
mstnbnju22/+ (female) could develop normally to sexual maturity (F2), and the ratios of 
mstnb+/+, mstnbnju22/+, and mstnbnju22/nju22 were approximately 25%, 50%, and 25%, respec-
tively. Both mstnbnju22/nju22 and mstnbnju22/+ yellow catfish were fertile and their offspring 
showed normal development. These results demonstrated that the mstnb gene is not vital 
for yellow catfish’s survival and reproduction. 

3.2. Yellow Catfish Carrying mstnb Null Alleles Display Shorter Body Length 
To verify whether the mstnb knockout affects growth, we recorded the growth char-

acteristics of the F2 yellow catfish produced by mstnbnju22/+ (male) × mstnbnju22/+ (female) at 
90, 180, 270, and 360 dpf (Table 1). 

Figure 2. mstnb knockout yellow catfish were generated using TALENs. (A) Sequencing chro-
matogram showing the different mutated mstnb alleles between wild-type and mstnb knockout yellow
catfish. Arrowheads indicate the mutated mstnb alleles were changed from the base. The red box
shows the differences in partial mstnb DNA sequences and “-” shows the deletion of nucleotides.
(B) Schematic showing mstnb proteins would be expressed in the wild-type and mutated yellow
catfish. Mstnb: Wild-type mstnb protein contains a terminal secretory signal sequence, a propeptide
domain, and a bioactive domain (C-terminal domain). RX is a cleavage site for proteolytic enzymes to
remove the signal sequence and RXXR is a proteolytic processing site (RSSR) to produce the bioactive
form of mstnb. The number shows the position of the amino acid residue. mstnbnju22: A truncated
protein presumptively encoded in mstnbnju22 yellow catfish contains only the 194 amino acid residues
of mstnb plus 22 new amino acid residues.

3.2. Yellow Catfish Carrying mstnb Null Alleles Display Shorter Body Length

To verify whether the mstnb knockout affects growth, we recorded the growth charac-
teristics of the F2 yellow catfish produced by mstnbnju22/+ (male) × mstnbnju22/+ (female) at
90, 180, 270, and 360 dpf (Table 1).

At 180 dpf, the body weight, full length, body length, body height, and body width
of WT yellow catfish have significant differences with their mstnb KO siblings in males
and females. Only the full length of WT yellow catfish has significant differences with
their mstnb KO siblings in females at 90 and 250 dpf (Figure 3). At other stages of time, all
growth parameters of WT yellow catfish were more significant than their mstnb KO siblings
in male and female. However, statistical analysis revealed that there was no significant
difference.

To confirm the body type alterations in the BK, the HBL ratio (head length/body
length) of both male and female yellow catfish were measured at 180 and 250 dpf. The
results showed that the HBL ratios of BK yellow catfish were 1.04 to 1.06-fold higher than
their WT siblings (Figure 3K,L). At 180 dpf, the average head length of WT male yellow
catfish was 5.21% longer than their male mstnb KO siblings (Figure 3I). The average head
length of WT female yellow catfish was 8.67% longer than their female mstnb KO siblings
(Figure 3J). At 250 dpf, the average head lengths of WT male and female yellow catfish
were similar to their mstnb KO siblings (Figure 3J).
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Table 1. The morphological data in mstnb null yellow catfish and their wild-type siblings at 90, 180, 250 and 360 dpf.

Male Female

BK Group WT Group MeanDiff (95%CI) t df p BK Group WT Group MeanDiff (95%CI) t df p

90

body weight (g) 10.70 ± 4.08 11.60 ± 3.58 −0.90 (−2.93, 1.13) −0.886 77.000 0.379 8.05 ± 1.96 8.85 ± 1.88 −0.80 (−1.65, 0.06) −1.843 77.000 0.069
full length (cm) 10.41 ± 1.30 10.99 ± 1.27 −0.58 (−1.27, 0.10) −1.708 77.000 0.093 9.57 ± 0.77 9.88 ± 0.73 −0.29 (−0.58, 0.00) −2.023 77.000 0.047

body length (cm) 8.75 ± 1.11 9.28 ± 1.12 −0.53 (−1.13, 0.06) −1.796 77.000 0.078 8.02 ± 0.658 8.32 ± 0.63 −0.31 (−0.64, 0.03) −1.818 77.000 0.073
body height (mm) 20.33 ± 2.73 20.71 ± 2.23 −0.38 (−1.70, 0.93) −0.584 77.000 0.561 18.39 ± 1.75 18.94 ± 1.46 −0.55 (−1.27, 0.17) −1.516 77.000 0.134
body width (mm) 14.19 ± 1.89 14.40 ± 1.80 −0.21 (−1.19, 0.78) −0.423 77.000 0.674 12.82 ± 1.41 13.38 ± 1.22 −0.56 (−1.15, 0.03) −1.896 77.000 0.062

180

body weight (g) 32.36 ± 9.17 42.40 ± 9.51 −10.04 (−15.33, −4.75) −3.799 44.000 0.000 15.16 ± 3.14 21.76 ± 5.71 −6.60 (−9.30, −3.89) −4.915 44 0.000
full length (cm) 14.75 ± 1.48 16.34 ± 1.26 −1.59 (−2.34, −0.85) −4.279 44.000 0.001 11.55 ± 0.76 12.87 ± 1.09 −1.32 (−1.87, −0.76) −4.795 44 0.000

body length (cm) 12.44 ± 1.36 13.87 ± 1.11 −1.42 (−2.09, −0.76) −4.795 44.000 0.000 9.69 ± 0.67 10.92 ± 0.96 −1.23 (−1.72, −0.74) −5.043 44 0.000
body height (mm) 28.38 ± 2.49 31.00 ± 2.56 −2.62 (−4.06, −1.19) −3.813 35.757 0.001 21.71 ± 1.93 25.32 ± 2.72 −3.61 (−5.00, −2.22) −5.2284 44 0.000
body width (mm) 18.83 ± 1.91 20.36 ± 1.81 −1.52 (−2.56, −0.49) −5.228 44.000 0.000 14.58 ± 1.43 16.88 ± 1.87 −2.30 (−3.28, −1.31) −4.7056 44 0.000
head length (cm) 3.26 ± 0.34 3.51 ± 0.26 −0.24 (−0.41, −0.08) −4.706 44.000 0.001 2.54 ± 0.15 2.76 ± 0.23 −0.22 (−0.34, −0.10) −3.81334 35.75654 0.001

250

body weight (g) 57.19 ± 23.55 58.54 ± 18.89 −1.35 (−17.23, 14.53) −0.174 28.000 0.863 23.46 ± 7.58 26.98 ± 6.23 −6.60 (−9.30, −3.89) −4.915 36 0.127
full length (cm) 17.46 ± 2.45 18.04 ± 2.06 −0.58 (−2.27, 1.10) −0.710 28.000 0.483 12.81 ± 1.48 13.59 ± 0.94 −1.32 (−1.87, −0.76) −4.79503 31.065 0.040

body length (cm) 14.87 ± 2.17 15.51 ± 1.83 −0.64 (−2.14, 0.86) −0.867 28.000 0.388 10.83 ± 1.24 11.56 ± 0.81 −1.23 (−1.72, −0.74) −5.04327 30.528 0.127
body height (mm) 33.87 ± 4.61 34.98 ± 4.25 −1.11 (−4.45, 2.22) −0.688 28.000 0.497 26.09 ± 3.44 28.29 ± 3.15 −3.61 (−5.00, −2.22) −5.2284 36 0.060
body width (mm) 23.95 ± 4.31 22.80 ± 3.09 1.16 (−1.62, 3.94) 0.835 23.244 0.412 18.17 ± 2.82 18.81 ± 1.95 −2.30 (−3.28, −1.31) −4.7056 36 0.061
head length (cm) 3.86 ± 0.54 3.87 ± 0.43 −0.01 (−0.37, 0.35) −0.064 28.000 0.950 2.86 ± 0.33 2.88 ± 0.20 −0.22 (−0.34, −0.10) −3.81334 36 0.001

360

body weight (g) 94.36 ± 41.07 104.98 ± 41.95 −10.62 (−32.39, 11.15) −0.977 57.000 0.333 36.04 ± 10.32 37.34 ± 12.00 −1.30 (−7.35, 4.75) −0.431 53.000 0.668
full length (cm) 20.49 ± 3.32 21.38 ± 3.38 −0.90 (−2.66, 0.86) −1.021 57.000 0.311 14.64 ± 1.48 14.84 ± 1.42 −0.21 (−0.99, 0.58) −0.523 53.000 0.603

body length (cm) 17.22 ± 2.89 17.92 ± 2.93 −0.69 (−2.22, 0.83) −0.911 57.000 0.366 12.18 ± 1.32 12.42 ± 1.28 −0.24 (−0.95, 0.47) −0.682 53.000 0.498
body height (mm) 40.27 ± 6.63 42.20 ± 7.49 −1.92 (−5.67, 1.83) −1.044 57.000 0.301 30.54 ± 3.36 30.90 ± 3.69 −0.36 (−2.27, 1.55) −0.378 53.000 0.707
body width (mm) 28.72 ± 4.27 30.07 ± 4.75 −1.35 (−3.71, 1.00) −1.149 57.000 0.255 22.10 ± 2.48 22.25 ± 2.63 −0.15 (−1.53, 1.23) −0.222 53.000 0.825

p-value <0.01 was considered significant, as we had to correct our analysis for multiple testing (p-value of 0.017 was calculated as: 0.05 divided by 5).
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catfish were all shorter than the WT. (G–J) The head length and body length of the BK yellow catfish 
were further measured to confirm the position change in the BK at 180 and 250 dpf. The HBL ratios 
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Figure 3. The morphological alterations in mstnb null yellow catfish compared with their wild-type
siblings at 90, 180, 250, and 360 dpf. (A–F) mstnb knockout (BK) yellow catfish showed lower growth
characteristics than the wild-type (WT). The full length (C,D) and body length (E,F) of BK yellow
catfish were all shorter than the WT. (G–J) The head length and body length of the BK yellow catfish
were further measured to confirm the position change in the BK at 180 and 250 dpf. The HBL ratios
(head length/body length) showed BK yellow catfish has shorter trunk than their WT siblings (K,L).
Data are shown as mean ± SD. BK: mstnbnju22/nju22; WT: mstnb+/+. * p < 0.05, ** p < 0.01, *** p < 0.001.
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3.3. More Vertebral Centra in Wild-Type Yellow Catfish Than mstnb Knockout Yellow Catfish

Skeletal examination was performed using Alcian blue and Alizarin red staining to
identify the bones and cartilage. The total vertebral number (Vt) of the wild-type and mstnb
knockout yellow catfish showed significant differences. There were 45 vertebral centra
in WT yellow catfish, whereas there were 44 or 45 centra (51.61%, 48.39%, respectively)
in their BK siblings (Figure 4). There were six vertebrae in the Weberian complex in both
genotypes, but the precaudal vertebrae or caudal vertebrae were missing a centrum in the
BK. According to the classification standard of the precaudal vertebrae and caudal vertebrae
above, the 17th centrum was a precaudal vertebrae (P) or caudal vertebrae (C) in different
individuals. The proportion of WT yellow fish (n = 18) containing 10 precaudal vertebrae
and 29 caudal vertebrae (P10C29) was 60.0%, while the proportion with P11C28 (n = 12)
was 40.0%. In BK yellow fish (n = 31), there were four different vertebra compositions
consisting of P10C28 (n = 5; 16.13%), P11C27 (n = 11; 35.48%), P10C29 (n = 9; 29.03%), and
P11C28 (n = 6; 19.36%).

Biology 2023, 12, x FOR PEER REVIEW 10 of 18 
 

 

 
Figure 4. Skeletal staining and the percentages of the precaudal vertebrae and caudal vertebrae. (A) 
Skeletal staining of yellow catfish with Alcian blue and Alizarin red. Alcian blue and Alizarin red 
were used to identify cartilage and bone, respectively. The first six centrums formed the Weberian 
vertebrae, and the precaudal vertebrae were formed by the 7th–17th centrums in WT. (B) The pie 
chart with the percentages of precaudal vertebrae and caudal vertebrae in total vertebrae without 
Weberian vertebra. The 10P29C showed 10 precaudal vertebrae and 29 caudal vertebrae. P: Pre-
caudal vertebrae; C: Caudal vertebrae. BK: mstnbnju22/nju22; WT: mstnb+/+. 
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Figure 4. Skeletal staining and the percentages of the precaudal vertebrae and caudal vertebrae.
(A) Skeletal staining of yellow catfish with Alcian blue and Alizarin red. Alcian blue and Alizarin red
were used to identify cartilage and bone, respectively. The first six centrums formed the Weberian
vertebrae, and the precaudal vertebrae were formed by the 7th–17th centrums in WT. (B) The pie
chart with the percentages of precaudal vertebrae and caudal vertebrae in total vertebrae without
Weberian vertebra. The 10P29C showed 10 precaudal vertebrae and 29 caudal vertebrae. P: Precaudal
vertebrae; C: Caudal vertebrae. BK: mstnbnju22/nju22; WT: mstnb+/+.

3.4. Centrum in Wild-Type Displayed Longer Length Than mstnb Knockout Yellow Catfish

To elucidate the effect of mstnb deficiency on the body length of yellow catfish, we
performed longitudinal sections of the trunk and rump to compare the histological fea-
tures in centrum length of mstnb knockout yellow catfish with their wild-type siblings
(Figure 5A,B,F,G). A higher proportion of centrum length to width also showed that the
wild-type centrum was significantly larger than that of mstnb knockout yellow catfish
(Figure 1C).
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Figure 5. Histological analysis showed the centrum differences of osteocyte cellularity at the trunk and
rump. (A–D,F–I) Transverse histological sections (hematoxylin and eosin staining) showed the number
difference of osteocytes between wild-type and mstnb null yellow catfish at the trunk (A,B) and rump
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(F,G). The right pictures (C,D,H,I) were the amplified region of the centrum outlined by a black
rectangular box of the left lines. (K–N,P–S) Longitudinal histological sections (hematoxylin and
eosin staining) showed the number difference of osteocytes between wild-type and mstnb null yellow
catfish in the trunk (K,L) and rump (P,Q). The right pictures (M,N,R,S) were the amplified region
of the centrum outlined by the black rectangular box of the left lines. (E,J,O,T) Histograms showed
the osteocyte cellularity in the transverse and longitudinal sections of yellow catfish centrums at the
trunk and rump, respectively. The black histogram denotes the osteocytes of mstnb null yellow catfish
the and white histogram denotes one of their wild-type siblings. Data are shown as mean ± SD
(n = 3). Black arrows represent the osteocyte position in the centrums. * p < 0.05, *** p < 0.001.

3.5. mstnb Knockout Yellow Catfish Have Increased Osteocyte Number in Centrum

To further elucidate the effect of mstnb deficiency on the skeleton, we analyzed the
bone cells in the centra at the trunk and rump. The transverse sections of centra at the trunk
and rump both showed that there was a significant difference in osteocytes between mstnb
knockout yellow catfish and their wild-type siblings.

In terms of osteocyte number, cellularity (osteocyte density) was used for a quantitative
comparison between the mstnb null yellow catfish and their wild-type siblings. Lower
values of cellularity mean that there are fewer osteocytes in a cross-section. As shown in
Figure 5, the cellularity of osteocytes at the trunk and rump of mstnb null yellow catfish were
higher than those of their wild-type siblings (Figure 5E,K). Overall, the results suggested
that mstnb null yellow catfish had more osteocytes in their trunk and rump centra.

4. Discussion

MSTN is known to negatively regulate muscle development, and when it is deac-
tivated, it induces an increase in muscle mass [34,35]. Since meat yield is an essential
production indicator for fish, extensive efforts have been made to develop efficient methods
to block MSTN expression and produce fish with increased muscle mass [36–38]. In our
previous study, we knocked out mstna and mstnb genes in yellow catfish separately [10,11],
and found that yellow catfish carrying knockout mstna displayed the double-muscling
phenotype [12].

To assess the effects of mstna or mstnb genes on growth and muscle phenotype, we
conducted a comparative experiment to evaluate the growth performance of yellow catfish
carrying mstna or mstnb knockout (AK or BK). The mstna knockout yellow catfish had
an increased muscle fiber number but decreased muscle fiber size in the skeletal muscle,
whereas myostatin b null yellow catfish showed declining growth parameters and no
increase in muscle mass compared with WT and mstna null yellow catfish [12]. The body
length and HBL ratio suggested that the trunk of mstnb mutants was shorter than that of
wild types. Furthermore, since the AK, BK, and WT yellow catfish were generated by the
founders (mstna+/−mstnb+/−), there were few genetic differences between them as sibling
groups. This phenomenon of body shape changes in the mstnb null yellow catfish appears
to be caused by myostatin disruption.

The shortened trunk in myostatin b null yellow catfish was comparable to the red sea
bream [17,36,37] and olive flounder [18] myostatin b mutants. Kishimoto et al. [17] found
that mstn deficiency resulted in a slightly increased body width and height and shortened
body length in red sea bream. Olive flounders carrying mstn null alleles were also slightly
shorter and weighed more than the WT, but no significant differences were observed [18].
Considering that P. olivaceus continues to grow over five years, the authors suggested that
the growth performance of the mutants should be elucidated with a larger sample size over
an extended period of time.

It is worth noting that some reports about genome editing of mstn in other teleosts
showed inconsistent results on body shape. The length of myostatin gene-edited common
carp [13] and channel catfish [14] was significantly greater than wild types. The phenotypes
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of medaka carrying mstn null alleles showed an increased body weight, longer body length,
and wider body width than their wild-type siblings [16,39]. Interestingly, the body lengths
of mstnb gene knockdown zebrafish (with vector-based RNA interference) or mstnb-deficient
zebrafish (with the TALENs technique) were both not significantly different from that of
wild-type fish [40,41]. The body length of male zebrafish carrying mstna (similar to the
mstnb gene in other fish) null allele increased slightly compared to the wild type at four
months old. In contrast, male zebrafish carrying mstnb null alleles exhibited longer body
lengths from 3 to 6 months post-fertilization [15]. The above results suggested that the
knockout of mstn genes does not necessarily increase muscle or body size in fish.

The mammalian MSTN is encoded by a single gene, whereas some teleost fishes
possess multiple orthologous or paralogous mstn genes. For instance, only a single MSTN
gene was found in the medaka genome [32] and Japanese flounder [42], but two paralogous
MSTN genes (mstna and mstnb) were identified in zebrafish [15,43,44], yellow catfish [10,11],
rainbow trout [45], and grass carp [46]. Four types of MSTN genes (mstn-1a, -1b, and mstn-
2a, -2b) in Atlantic salmon suggested at least two separate gene duplication events in
this fish [47]. The studies in zebrafish, red sea bream, and yellow catfish suggested that
mstna and mstnb might have evolved separately and have different expression patterns
and functions [17,45,47] in adult tissues. According to the phenotypic changes in mstn
knockout yellow catfish, we presume that one mstn mutant could increase muscle mass [12],
whereas another mstn mutant affects body length.

A preliminary study of mstn functional inactivation in mammals investigated the
differences in muscle mass. Some studies have pointed out that myostatin affects bone
development and growth in mammals and is involved in bone metabolism. mstn in-
creases muscle mass, leading to an enhancement of the strength of the bones to which
they are attached, especially the joints which become thicker or larger to withstand greater
forces [23,24]. Hamrick [48] pointed out that inhibitors of myostatin function may be
associated with increased muscle mass and bone mineral density (BMD). Elkasrawy and
Hamrick [49] discovered that myostatin-deficient mice had a higher trabecular area and
trabecular bone mineral content. With longer and shortened mandibles in the vertical
dimension, adult MSTN-KO mice have significantly different mandibular shapes than WT
mice. Significantly shorter cranial vault lengths and maxillary lengths were generally found
in adult MSTN-KO mice [50]. Blocking MSTN with a polyclonal antibody (MsAb) could
increase BMD, bone volume over total volume (BV/TV), trabecular number and thickness,
and decrease trabecular separation and the structure model index [51]. The combination
of weight-bearing training and MsAb could augment bone formation to a greater degree
than a single treatment in rats [52]. Kellum et al. [53] also found that the fracture callus size
and callus bone volume increased in mstn-deficient mice. Zhang et al. [54] found pelvic
tilt, teeth dislocation, and tongue enlargement in the mstn mutant rabbits. They posited
that the increased muscle mass and strength play essential roles in bone morphology. It is
worth noting that Qian et al. [55] found that 20% of MSTN-KO Meishan pigs had one extra
thoracic vertebra and this phenomenon may be due to the inhibition of myostatin function.

The vertebral column is an essential organ in fish, which plays a crucial role in support,
protection, and movement. It is generally believed that the variation in fish body length is
related to the abnormal development of vertebrae; that is to say, the variation in vertebrae
number or length causes length differences between individuals. M. Hattori et al. [31]
found that vertebral deformities such as centrum defects and undersized centra in red sea
bream could cause changes in body length. Lindsey [56] pointed out that vertebral number
was correlated with maximum body length among related fish species. Variations in the
number of vertebrae are prevalent within and among fish species. The vertebral counts are
determined by geographic distribution [57], living environment [58], hormone levels [28],
and expression levels of related genes [59], but some research indicates that most fish have
a fixed number of vertebrae during early ontogeny [57,60]. In this study, mstnb knockout
yellow catfish were found to have decreased centrum counts. This is consistent with the
result that the HBL ratios of mstnb yellow catfish were higher than those of their wild-type
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littermates. The mutant and wild yellow catfish were siblings and cultured in the exact
same conditions, thereby reducing the environmental and genetic differences. All of our
findings imply that the shorter body length of the mutant yellow catfish was caused by
variations in vertebral bones, particularly centrum counts.

The number of vertebrae in fish predetermines body shape, body length, and swim-
ming type [56] and, therefore, it is also related to feeding and predator avoidance [57]. The
increased vertebral numbers would increase flexibility, allowing the fish to have multiple
bends in the body and facilitating the adaptation to highly structured habitats. In contrast,
low vertebral numbers in fish would cause reduced swimming performance, increased
prey vulnerability, and a food fight disadvantage [61,62]. The growth data (body weight,
body length, etc.) of the mstnb mutant yellow catfish revealed a decreasing trend compared
to the wild type, indicating reduced growth, which also appeared to be compatible with
the correlation between the vertebral number and individual size in this study. Precaudal
and caudal vertebra sections from the trunk and rump segments of mutant yellow catfish
(P. fulvidraco) were compared in this study, and it was discovered that after mstnb knockout,
the vertebrae length in both areas was reduced (Figure 5). Additionally, the mutant yellow
catfish has a shorter intervertebral length than the wild type. The CL/CW ratio also shows
that the BK yellow catfish’s trunk and rump centra were larger than those of the WT fish.

Intramembranous ossification and endochondral ossification are two methods of
bone formation in vertebrates. Endochondral ossification, in which the bones in the
spine first form cartilage and then ossify, is the primary process by which spinal bone
is created. Vertebral spacing was reduced, and bone mineral density was elevated in
mice after mstn knockout [63]. Vertebral spacing shrank, and bone mineral density rose
in mice after mstn deletion. Adult myostatin-deficient mice had a smaller femoral head
than the wild group, and juvenile myostatin-deficient mice had less cartilage in their
proximal femoral joints. These findings imply that mstn influences bone development by
encouraging cartilage mineralization. In the bone tissues of the trunk and tail, the number
and density of osteocytes were more significant in mstnb knockout P. fulvidraco than in
wild-type P. fulvidraco. This is consistent with the findings that knockout of the mstn gene
in mice enhances bone strength and density and that the intervertebral distance is reduced
in knockout mice.

The effects of mstnb gene mutation on the full length and body length were mainly
found on 180 and 250 dpf in females and 180 dpf in males. However, no significant
difference between mstnb mutants and WT fish was found in a later stage. The possible
reasons for the stage-dependent functions of mstnb include: P. fulvidraco is a small fish,
and the maximum individual length is only 20–25 cm under normal conditions. In the
early growth period, the differences in the number of vertebrae, vertebral length, and
inter-vertebral distances do not show up clearly in the case of shorter body lengths. The
effects of vertebral variation on fish growth and feeding were discussed above, and our
growth data are almost always consistent with this theory at all ages. In the present study,
the head length/body length ratio of mstnb mutation was increased. This suggests that
the growth rate of mutant individuals accelerates significantly during the later stages of
growth. This inference is also consistent with the trend of weight gain in mutant individuals.
According to the published articles [64,65], the expression of the mstna and mstnb genes is
stage-specific. Therefore, the effects of the knockout on the skeleton also show stage-specific
differences.

Previous mstna knockout studies revealed that mstna significantly increases muscle
mass in yellow catfish but has no appreciable impact on body weight or length. Similar
cases had been reported in Pm-mstn knockout red sea bream [17]: the mutant adult fish had
lower weights than the wild-type individuals, and the body length decreased significantly.
The CT analysis found that mutant individuals showed short centrum, intervertebral, and
head lengths. All these changes combined resulted in shorter body lengths in the mutants.
However, mstnb functional inactivation does not impact body length and weight [17].
Although the gene functions of mstna and mstnb may differ in different species, the overall
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function of the mstn genes remained the same, regulating muscle growth, influencing bone,
and shortening body length. Mstn interference or knockout led to individual magnification
in some zebrafish and killifish studies [16]. Although the skeletal condition was not
examined, it was determined that the skeletal changes were unavoidable.

Taken together, the mstn mutation caused mutations in the number and length of
vertebrae as well as the intervertebral distance in Pelteobagrus fulvidraco, resulting in a
shorter body length in the mutant Pelteobagrus fulvidraco.

5. Conclusions

In conclusion, the mstnb mutant in Pelteobagrus fulvidraco results in a smaller length
than the wild-type and a lower body weight than the wild-type at the same stage. Our
results demonstrated that when using genome editing technology to breed new lines, the
effects of knockout need to be analyzed comprehensively and may have some unexpected
effects due to insufficient study of the function of certain genes.

Author Contributions: Conceptualization, Q.Z., K.L. and X.Z.; data curation, M.O., F.W. and Q.L.;
formal analysis, S.F. and H.L.; fundings acquisition, K.L. and X.Z.; investigation, K.C., M.O. and Q.L.;
project administration, J.Z. and X.Z.; visualization, K.C., J.Z. and S.F.; writing—original draft, X.Z.,
F.W. and H.L.; writing—review and editing, Q.Z., K.L. and X.Z. All authors have read and agreed to
the published version of the manuscript.

Funding: This work was funded by the Guangdong Basic and Applied Basic Research Foundation
(2021A1515010832) and Guangzhou Science and Technology Plan Project (202102020538).

Institutional Review Board Statement: All fish experiments in the present study were approved by
the Pearl River Fisheries Research Institute and the Chinese Academy of Fishery Sciences, and they
were performed following the institutional ethical guidelines for experimental animals.

Informed Consent Statement: Not applicable.

Data Availability Statement: The data presented in this study are available in the article. Further
information is available upon request from the corresponding author.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Rebhan, Y.; Funkenstein, B. Inhibition of fish myostatin activity by recombinant fish follistatin and myostatin prodomain: Potential

implications for enhancing muscle growth in farmed fish. Aquaculture 2008, 284, 231–238. [CrossRef]
2. Lee, S.J.; McPherron, A.C. Myostatin and the control of skeletal muscle mass. Curr. Opin. Genet. Dev. 1999, 9, 604–607. [CrossRef]

[PubMed]
3. Lee, S.B.; Kim, J.H.; Jin, D.H.; Jin, H.J.; Kim, Y.S. Myostatin inhibitory region of fish (Paralichthys olivaceus) myostatin-1 propeptide.

Comp. Biochem. Physiol. B Biochem. Mol. Biol. 2016, 194–195, 65–70. [CrossRef]
4. McPherron, A.C.; Lee, S.-J. Double Muscling in Cattle Due to Mutations in the Myostatin Gene. Proc. Natl. Acad. Sci. USA 1997,

94, 12457–12461. [CrossRef] [PubMed]
5. Clop, A.; Marcq, F.; Takeda, H.; Pirottin, D.; Tordoir, X.; Bibé, B.; Bouix, J.; Caiment, F.; Elsen, J.-M.; Eychenne, F.; et al. A mutation

creating a potential illegitimate microRNA target site in the myostatin gene affects muscularity in sheep. Nat. Genet. 2006, 38,
813–818. [CrossRef] [PubMed]

6. Mosher, D.S.; Quignon, P.; Bustamante, C.D.; Sutter, N.B.; Mellersh, C.S.; Parker, H.G.; Ostrander, E.A. A mutation in the myostatin
gene increases muscle mass and enhances racing performance in heterozygote dogs. PLoS Genet. 2007, 3, e79. [CrossRef] [PubMed]

7. Kim, O.-H.; Cho, H.-J.; Han, E.; Hong, T.I.; Ariyasiri, K.; Choi, J.-H.; Hwang, K.-S.; Jeong, Y.-M.; Yang, S.-Y.; Yu, K.; et al. Zebrafish
knockout of Down syndrome gene, DYRK1A, shows social impairments relevant to autism. Mol. Autism 2017, 8, 50. [CrossRef]

8. Zhang, J.; Song, F.; Sun, Y.; Yu, K.; Xiang, J. CRISPR/Cas9-mediated deletion of EcMIH shortens metamorphosis time from mysis
larva to postlarva of Exopalaemon carinicauda. Fish Shellfish Immunol. 2018, 77, 244–251. [CrossRef] [PubMed]

9. Nie, C.-H.; Wan, S.-M.; Chen, Y.-L.; Huysseune, A.; Wu, Y.-M.; Zhou, J.-J.; Hilsdorf, A.W.S.; Wang, W.-M.; Witten, P.E.; Lin, Q.; et al.
Single-cell transcriptomes and runx2b−/− mutants reveal the genetic signatures of intermuscular bone formation in zebrafish.
Natl. Sci. Rev. 2022, 9, nwac152. [CrossRef] [PubMed]

10. Dong, Z.; Ge, J.; Li, K.; Xu, Z.; Liang, D.; Li, J.; Li, J.; Jia, W.; Li, Y.; Dong, X.; et al. Heritable targeted inactivation of myostatin gene
in yellow catfish (Pelteobagrus fulvidraco) using engineered zinc finger nucleases. PLoS ONE 2011, 6, e28897. [CrossRef] [PubMed]

https://doi.org/10.1016/j.aquaculture.2008.07.007
https://doi.org/10.1016/S0959-437X(99)00004-0
https://www.ncbi.nlm.nih.gov/pubmed/10508689
https://doi.org/10.1016/j.cbpb.2016.01.010
https://doi.org/10.1073/pnas.94.23.12457
https://www.ncbi.nlm.nih.gov/pubmed/9356471
https://doi.org/10.1038/ng1810
https://www.ncbi.nlm.nih.gov/pubmed/16751773
https://doi.org/10.1371/journal.pgen.0030079
https://www.ncbi.nlm.nih.gov/pubmed/17530926
https://doi.org/10.1186/s13229-017-0168-2
https://doi.org/10.1016/j.fsi.2018.04.002
https://www.ncbi.nlm.nih.gov/pubmed/29621632
https://doi.org/10.1093/nsr/nwac152
https://www.ncbi.nlm.nih.gov/pubmed/36478733
https://doi.org/10.1371/journal.pone.0028897
https://www.ncbi.nlm.nih.gov/pubmed/22194943


Biology 2023, 12, 1331 15 of 17

11. Dong, Z.; Ge, J.; Xu, Z.; Dong, X.; Cao, S.; Pan, J.; Zhao, Q. Generation of Myostatin b Knockout Yellow Catfish (Tachysurus
fulvidraco) Using Transcription Activator-Like Effector Nucleases. Zebrafish 2014, 11, 265–274. [CrossRef] [PubMed]

12. Zhang, X.; Wang, F.; Dong, Z.; Dong, X.; Chi, J.; Chen, H.; Zhao, Q.; Li, K. A new strain of yellow catfish carrying genome edited
myostatin alleles exhibits double muscling phenotype with hyperplasia. Aquaculture 2020, 523, 735187. [CrossRef]

13. Zhong, Z.; Niu, P.; Wang, M.; Huang, G.; Xu, S.; Sun, Y.; Xu, X.; Hou, Y.; Sun, X.; Yan, Y.; et al. Targeted disruption of sp7 and
myostatin with CRISPR-Cas9 results in severe bone defects and more muscular cells in common carp. Sci. Rep. 2016, 6, 22953.
[CrossRef] [PubMed]

14. Khalil, K.; Elayat, M.; Khalifa, E.; Daghash, S.; Elaswad, A.; Miller, M.; Abdelrahman, H.; Ye, Z.; Odin, R.; Drescher, D.; et al.
Generation of Myostatin Gene-Edited Channel Catfish (Ictalurus punctatus) via Zygote Injection of CRISPR/Cas9 System. Sci. Rep.
2017, 7, 7301. [CrossRef] [PubMed]

15. Wang, C.; Chen, Y.L.; Bian, W.P.; Xie, S.L.; Qi, G.L.; Liu, L.; Strauss, P.R.; Zou, J.X.; Pei, D.S. Deletion of mstna and mstnb impairs
the immune system and affects growth performance in zebrafish. Fish Shellfish Immunol. 2018, 72, 572–580. [CrossRef] [PubMed]

16. Yeh, Y.C.; Kinoshita, M.; Ng, T.H.; Chang, Y.H.; Maekawa, S.; Chiang, Y.A.; Aoki, T.; Wang, H.C. Using CRISPR/Cas9-mediated
gene editing to further explore growth and trade-off effects in myostatin-mutated F4 medaka (Oryzias latipes). Sci. Rep. 2017, 7,
11435. [CrossRef] [PubMed]

17. Kishimoto, K.; Washio, Y.; Yoshiura, Y.; Toyoda, A.; Ueno, T.; Fukuyama, H.; Kato, K.; Kinoshita, M. Production of a breed of red
sea bream Pagrus major with an increase of skeletal muscle mass and reduced body length by genome editing with CRISPR/Cas9.
Aquaculture 2018, 495, 415–427. [CrossRef]

18. Kim, J.; Cho, J.Y.; Kim, J.-W.; Kim, H.-C.; Noh, J.K.; Kim, Y.-O.; Hwang, H.-K.; Kim, W.-J.; Yeo, S.-Y.; An, C.M.; et al. CRISPR/Cas9-
mediated myostatin disruption enhances muscle mass in the olive flounder Paralichthys olivaceus. Aquaculture 2019, 512, 734336.
[CrossRef]

19. Chu, Z.; Guo, W.; Hu, W.; Mei, J. Delayed elimination of paternal mtDNA in the interspecific hybrid of Pelteobagrus fulvidraco and
Pelteobagrus vachelli during early embryogenesis. Gene 2019, 704, 1–7. [CrossRef]

20. Guo, W.; Guo, C.; Wang, Y.; Hu, W.; Mei, J. Population structure and genetic diversity in yellow catfish (Pelteobagrus fulvidraco)
assessed with microsatellites. J. Genet. 2019, 98, 26. [CrossRef] [PubMed]

21. Liu, Y.; Wu, P.D.; Zhang, D.Z.; Zhang, H.B.; Tang, B.P.; Liu, Q.N.; Dai, L.S. Mitochondrial genome of the yellow catfish Pelteobagrus
fulvidraco and insights into Bagridae phylogenetics. Genomics 2019, 111, 1258–1265. [CrossRef] [PubMed]

22. Yu, X.; Xu, L.; Wu, F. China Fishery Statistical Yearbook; China Agriculture Press: Beijing, China, 2020.
23. Hamrick, M.W.; McPherron, A.C.; Lovejoy, C.O. Bone mineral content and density in the humerus of adult myostatin-deficient

mice. Calcif. Tissue Int. 2002, 71, 63–68. [CrossRef] [PubMed]
24. Montgomery, E.; Pennington, C.; Isales, C.M.; Hamrick, M.W. Muscle-bone interactions in dystrophin-deficient and myostatin-

deficient mice. Anat. Rec. A Discov. Mol. Cell. Evol. Biol. 2005, 286, 814–822. [CrossRef] [PubMed]
25. Dingerkus, G.; Uhler, L.D. Enzyme clearing of alcian blue stained whole small vertebrates for demonstration of cartilage. Stain

Technol. 1977, 52, 229. [CrossRef]
26. Walker, M.; Kimmel, C. A two-color acid-free cartilage and bone stain for zebrafish larvae. Biotech. Histochem. 2007, 82, 23–28.

[CrossRef] [PubMed]
27. Rigueur, D.; Lyons, K.M. Whole-Mount Skeletal Staining. In Skeletal Development and Repair: Methods and Protocols; Hilton, M.J.,

Ed.; Humana Press: Totowa, NJ, USA, 2014; pp. 113–121. [CrossRef]
28. Bolotovskiy, A.A.; Levin, B.A. Effects of thyroid hormones on vertebral numbers in two cyprinid fish species: Rutilus rutilus

(Linnaeus, 1758) and Abramis brama (Linnaeus, 1758). J. Appl. Ichthyol. 2018, 34, 449–454. [CrossRef]
29. Bird, N.C.; Mabee, P.M. Developmental morphology of the axial skeleton of the zebrafish, Danio rerio (Ostariophysi: Cyprinidae).

Dev. Dyn. 2003, 228, 337–357. [CrossRef]
30. Naseka, A.M. Comparative study on the vertebral column in the Gobioninae (Cyprinidae, Pisces) with special reference to its

systematics. Publ. Espec. Inst. Esp. Oceanogr. 1996, 21, 149–167.
31. Hattori, M.; Sawada, Y.; Takagi, Y.; Suzuki, R.; Okada, T.; Kumai, H. Vertebral deformities in cultured red sea bream, Pagrus

major, Temminck and Schlegel. Aquac. Res. 2003, 34, 1129–1137. [CrossRef]
32. Chisada, S.-i.; Okamoto, H.; Taniguchi, Y.; Kimori, Y.; Toyoda, A.; Sakaki, Y.; Takeda, S.; Yoshiura, Y. Myostatin-deficient

medaka exhibit a double-muscling phenotype with hyperplasia and hypertrophy, which occur sequentially during post-hatch
development. Dev. Biol. 2011, 359, 82–94. [CrossRef] [PubMed]

33. Chen, S.Y.; Feng, Z.; Yi, X. A general introduction to adjustment for multiple comparisons. J. Thorac. Dis. 2017, 9, 1725–1729.
[CrossRef]

34. McPherron, A.C.; Lawler, A.M.; Lee, S.J. Regulation of skeletal muscle mass in mice by a new TGF-beta superfamily member.
Nature 1997, 387, 83. [CrossRef] [PubMed]

35. Wagner, K.R.; Liu, X.S.; Chang, X.L.; Allen, R.E. Muscle regeneration in the prolonged absence of myostatin. Proc. Natl. Acad. Sci.
USA 2005, 102, 2519–2524. [CrossRef] [PubMed]

36. Ohama, M.; Washio, Y.; Kishimoto, K.; Kinoshita, M.; Kato, K. Growth performance of myostatin knockout red sea bream Pagrus
major juveniles produced by genome editing with CRISPR/Cas9. Aquaculture 2020, 529, 735672. [CrossRef]

https://doi.org/10.1089/zeb.2014.0974
https://www.ncbi.nlm.nih.gov/pubmed/24813227
https://doi.org/10.1016/j.aquaculture.2020.735187
https://doi.org/10.1038/srep22953
https://www.ncbi.nlm.nih.gov/pubmed/26976234
https://doi.org/10.1038/s41598-017-07223-7
https://www.ncbi.nlm.nih.gov/pubmed/28779173
https://doi.org/10.1016/j.fsi.2017.11.040
https://www.ncbi.nlm.nih.gov/pubmed/29175471
https://doi.org/10.1038/s41598-017-09966-9
https://www.ncbi.nlm.nih.gov/pubmed/28900124
https://doi.org/10.1016/j.aquaculture.2018.05.055
https://doi.org/10.1016/j.aquaculture.2019.734336
https://doi.org/10.1016/j.gene.2019.04.022
https://doi.org/10.1007/s12041-019-1070-9
https://www.ncbi.nlm.nih.gov/pubmed/30945691
https://doi.org/10.1016/j.ygeno.2018.08.005
https://www.ncbi.nlm.nih.gov/pubmed/30118781
https://doi.org/10.1007/s00223-001-1109-8
https://www.ncbi.nlm.nih.gov/pubmed/12060865
https://doi.org/10.1002/ar.a.20224
https://www.ncbi.nlm.nih.gov/pubmed/16078270
https://doi.org/10.3109/10520297709116780
https://doi.org/10.1080/10520290701333558
https://www.ncbi.nlm.nih.gov/pubmed/17510811
https://doi.org/10.1007/978-1-62703-989-5_9
https://doi.org/10.1111/jai.13659
https://doi.org/10.1002/dvdy.10387
https://doi.org/10.1046/j.1365-2109.2003.00915.x
https://doi.org/10.1016/j.ydbio.2011.08.027
https://www.ncbi.nlm.nih.gov/pubmed/21925159
https://doi.org/10.21037/jtd.2017.05.34
https://doi.org/10.1038/387083a0
https://www.ncbi.nlm.nih.gov/pubmed/9139826
https://doi.org/10.1073/pnas.0408729102
https://www.ncbi.nlm.nih.gov/pubmed/15699335
https://doi.org/10.1016/j.aquaculture.2020.735672


Biology 2023, 12, 1331 16 of 17

37. Washio, Y.; Ohama, M.; Kishimoto, K.; Kinoshita, M.; Kato, K. Growth performance and edible ratio of myostatin-knockout young
red sea bream Pagrus major produced by genome editing with CRISPR/Cas9. Suisan Zoshoku 2021, 69, 101–112. [CrossRef]

38. Shahi, N.; Mallik, S.K.; Sarma, D. Muscle growth in targeted knockout common carp (Cyprinus carpio) mstn gene with low
off-target effects. Aquaculture 2022, 547, 737423. [CrossRef]

39. Chiang, Y.A.; Kinoshita, M.; Maekawa, S.; Kulkarni, A.; Lo, C.F.; Yoshiura, Y.; Wang, H.C.; Aoki, T. TALENs-mediated gene
disruption of myostatin produces a larger phenotype of medaka with an apparently compromised immune system. Fish Shellfish
Immunol. 2016, 48, 212–220. [CrossRef]

40. Lee, C.Y.; Hu, S.Y.; Gong, H.Y.; Chen, M.H.; Lu, J.K.; Wu, J.L. Suppression of myostatin with vector-based RNA interference
causes a double-muscle effect in transgenic zebrafish. Biochem. Biophys. Res. Commun. 2009, 387, 766–771. [CrossRef]

41. Gao, Y.; Dai, Z.; Shi, C.; Zhai, G.; Jin, X.; He, J.; Lou, Q.; Yin, Z. Depletion of Myostatin b Promotes Somatic Growth and Lipid
Metabolism in Zebrafish. Front. Endocrinol. 2016, 7, 88. [CrossRef] [PubMed]

42. Zhong, Q.; Zhang, Q.; Chen, Y.; Sun, Y.; Qi, J.; Wang, Z.; Li, S.; Li, C.; Lan, X. The isolation and characterization of myostatin gene
in Japanese flounder (Paralichthys olivaceus): Ubiquitous tissue expression and developmental specific regulation. Aquaculture
2008, 280, 247–255. [CrossRef]

43. Biga, P.R.; Roberts, S.B.; Iliev, D.B.; McCauley, L.A.R.; Moon, J.S.; Collodi, P.; Goetz, F.W. The isolation, characterization, and
expression of a novel GDF11 gene and a second myostatin form in zebrafish, Danio rerio. Comp. Biochem. Physiol. Part B 2005, 141,
218–230. [CrossRef]

44. Xu, C.; Wu, G.; Zohar, Y.; Du, S.-J. Analysis of myostatin gene structure, expression and function in zebrafish. J. Exp. Biol. 2003,
206, 4067–4079. [CrossRef]

45. Rescan, P.Y.; Jutel, I.; Rallière, C. Two myostatin genes are differentially expressed in myotomal muscles of the trout (Oncorhynchus
mykiss). J. Exp. Biol. 2001, 204, 3523–3529. [CrossRef] [PubMed]

46. Zheng, G.-D.; Sun, C.-F.; Pu, J.-W.; Chen, J.; Jiang, X.-Y.; Zou, S.-M. Two myostatin genes exhibit divergent and conserved
functions in grass carp (Ctenopharyngodon idellus). Gen. Comp. Endocrinol. 2015, 214, 68–76. [CrossRef] [PubMed]

47. Østbye, T.-K.K.; Wetten, O.F.; Tooming-Klunderud, A.; Jakobsen, K.S.; Yafe, A.; Etzioni, S.; Moen, T.; Andersen, Ø. Myostatin
(MSTN) gene duplications in Atlantic salmon (Salmo salar): Evidence for different selective pressure on teleost MSTN-1 and -2.
Gene 2007, 403, 159–169. [CrossRef] [PubMed]

48. Hamrick, M.W. Increased bone mineral density in the femora of GDF8 knockout mice. Anat. Rec. A Discov. Mol. Cell. Evol. Biol.
2003, 272, 388–391. [CrossRef]

49. Elkasrawy, M.N.; Hamrick, M.W. Myostatin (GDF-8) as a key factor linking muscle mass and bone structure. J. Musculoskelet.
Neuronal Interact. 2010, 10, 56–63. [PubMed]

50. Vecchione, L.; Byron, C.; Cooper, G.M.; Barbano, T.; Hamrick, M.W.; Sciote, J.J.; Mooney, M.P. Craniofacial Morphology in
Myostatin-deficient Mice. J. Dent. Res. 2007, 86, 1068–1072. [CrossRef] [PubMed]

51. Tang, L.; Yang, X.; Gao, X.; Du, H.; Han, Y.; Zhang, D.; Wang, Z.; Sun, L. Inhibiting myostatin signaling prevents femoral trabecular
bone loss and microarchitecture deterioration in diet-induced obese rats. Exp. Biol. Med. 2016, 241, 308–316. [CrossRef] [PubMed]

52. Tang, L.; Gao, X.; Yang, X.; Zhang, D.; Zhang, X.; Du, H.; Han, Y.; Sun, L. Combination of Weight-Bearing Training and Anti-MSTN
Polyclonal Antibody Improve Bone Quality In Rats. Int. J. Sport Nutr. Exerc. Metab. 2016, 26, 516–524. [CrossRef]

53. Kellum, E.; Starr, H.; Arounleut, P.; Immel, D.; Fulzele, S.; Wenger, K.; Hamrick, M.W. Myostatin (GDF-8) deficiency increases
fracture callus size, Sox-5 expression, and callus bone volume. Bone 2009, 44, 17–23. [CrossRef]

54. Zhang, T.; Lu, Y.; Song, S.; Lu, R.; Zhou, M.; He, Z.; Yuan, T.; Yan, K.; Cheng, Y. ‘Double-muscling’ and pelvic tilt phenomena in
rabbits with the cystine-knot motif deficiency of myostatin on exon 3. Biosci. Rep. 2019, 39. [CrossRef] [PubMed]

55. Qian, L.; Tang, M.; Yang, J.; Wang, Q.; Cai, C.; Jiang, S.; Li, H.; Jiang, K.; Gao, P.; Ma, D.; et al. Targeted mutations in myostatin by
zinc-finger nucleases result in double-muscled phenotype in Meishan pigs. Sci. Rep. 2015, 5, 14435. [CrossRef] [PubMed]

56. Lindsey, C.C. Pleomerism, the Widespread Tendency Among Related Fish Species for Vertebral Number to be Correlated with
Maximum Body Length. J. Fish. Res. Board Can. 1975, 32, 2453–2469. [CrossRef]

57. Barriga, J.P.; Milano, D.; Cussac, V.E. Variation in vertebral number and its morphological implication in Galaxias platei. J. Fish.
Biol. 2013, 83, 1321–1333. [CrossRef] [PubMed]

58. Aoyama, J.; Yoshinaga, T.; Tanaka, C.; Ishii, K. Geographic distribution and environmental control of vertebral count in
Ammodytes spp. along the northern Pacific coast of Japan. J. Fish. Biol. 2017, 90, 773–785. [CrossRef]

59. Lee, Y.S.; Lee, S.J. Regulation of GDF-11 and myostatin activity by GASP-1 and GASP-2. Proc. Natl. Acad. Sci. USA 2013, 110,
E3713–E3722. [CrossRef]

60. Mcdowall, R.M. Variation in Vertebral Number in Galaxiid Fishes, How Fishes Swim and a Possible Reason for Pleomerism. Rev.
Fish Biol. Fish. 2003, 13, 247–263. [CrossRef]

61. Brainerd, E.L.; Patek, S.N. Vertebral Column Morphology, C-Start Curvature, and the Evolution of Mechanical Defenses in
Tetraodontiform Fishes. Copeia 1998, 1998, 971–984. [CrossRef]

62. Ward, A.B.; Azizi, E. Convergent evolution of the head retraction escape response in elongate fishes and amphibians. Zoology
2004, 107, 205–217. [CrossRef]

63. Hamrick, M.W.; Pennington, C.; Byron, C.D. Bone architecture and disc degeneration in the lumbar spine of mice lacking GDF-8
(myostatin). J. Orthop. Res. 2003, 21, 1025–1032. [CrossRef] [PubMed]

https://doi.org/10.11233/aquaculturesci.69.101
https://doi.org/10.1016/j.aquaculture.2021.737423
https://doi.org/10.1016/j.fsi.2015.11.016
https://doi.org/10.1016/j.bbrc.2009.07.110
https://doi.org/10.3389/fendo.2016.00088
https://www.ncbi.nlm.nih.gov/pubmed/27458428
https://doi.org/10.1016/j.aquaculture.2008.04.015
https://doi.org/10.1016/j.cbpc.2005.03.004
https://doi.org/10.1242/jeb.00635
https://doi.org/10.1242/jeb.204.20.3523
https://www.ncbi.nlm.nih.gov/pubmed/11707501
https://doi.org/10.1016/j.ygcen.2015.03.008
https://www.ncbi.nlm.nih.gov/pubmed/25819013
https://doi.org/10.1016/j.gene.2007.08.008
https://www.ncbi.nlm.nih.gov/pubmed/17890020
https://doi.org/10.1002/ar.a.10044
https://www.ncbi.nlm.nih.gov/pubmed/20190380
https://doi.org/10.1177/154405910708601109
https://www.ncbi.nlm.nih.gov/pubmed/17959898
https://doi.org/10.1177/1535370215606814
https://www.ncbi.nlm.nih.gov/pubmed/26438721
https://doi.org/10.1123/ijsnem.2015-0337
https://doi.org/10.1016/j.bone.2008.08.126
https://doi.org/10.1042/BSR20190207
https://www.ncbi.nlm.nih.gov/pubmed/31072915
https://doi.org/10.1038/srep14435
https://www.ncbi.nlm.nih.gov/pubmed/26400270
https://doi.org/10.1139/f75-283
https://doi.org/10.1111/jfb.12233
https://www.ncbi.nlm.nih.gov/pubmed/24124792
https://doi.org/10.1111/jfb.13193
https://doi.org/10.1073/pnas.1309907110
https://doi.org/10.1023/B:RFBF.0000033121.97066.c1
https://doi.org/10.2307/1447344
https://doi.org/10.1016/j.zool.2004.04.003
https://doi.org/10.1016/S0736-0266(03)00105-0
https://www.ncbi.nlm.nih.gov/pubmed/14554215


Biology 2023, 12, 1331 17 of 17

64. Amali, A.A.; Lin, C.J.; Chen, Y.H.; Wang, W.L.; Gong, H.Y.; Lee, C.Y.; Ko, Y.L.; Lu, J.K.; Her, G.M.; Chen, T.T.; et al. Up-regulation
of muscle-specific transcription factors during embryonic somitogenesis of zebrafish (Danio rerio) by knock-down of myostatin-1.
Dev. Dyn. 2004, 229, 847–856. [CrossRef] [PubMed]

65. Wu, L.; Li, Y.; Xu, Y.; Wang, L.; Ma, X.; Dong, C.; Zhao, X.; Tian, X.; Li, X.; Kong, X. The roles of two myostatins and immune
effects after inhibition in Qi river crucian carp (Carassius auratus). Fish Shellfish Immunol. 2020, 98, 710–719. [CrossRef] [PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1002/dvdy.10454
https://www.ncbi.nlm.nih.gov/pubmed/15042708
https://doi.org/10.1016/j.fsi.2019.11.015
https://www.ncbi.nlm.nih.gov/pubmed/31707005

	Introduction 
	Materials and Methods 
	Artificial Insemination and Breeding of the Heritable Myostatin b Gene (mstnb) Mutation in Yellow Catfish 
	Genotyping of Yellow Catfish Carrying Mutated mstnb Allele (nju22) 
	Morphological and Growth Analysis of Yellow Catfish 
	Skeletal Staining and Vertebral Counts 
	Histological Analysis on the Vertebral Column of Yellow Catfish 
	Quantitative Analysis of Centrum Variations 
	Statistical Analysis 

	Results 
	Yellow Catfish Carrying Mutated mstnb Have Normal Reproductive Capacity 
	Yellow Catfish Carrying mstnb Null Alleles Display Shorter Body Length 
	More Vertebral Centra in Wild-Type Yellow Catfish Than mstnb Knockout Yellow Catfish 
	Centrum in Wild-Type Displayed Longer Length Than mstnb Knockout Yellow Catfish 
	mstnb Knockout Yellow Catfish Have Increased Osteocyte Number in Centrum 

	Discussion 
	Conclusions 
	References

