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anterior/posterior pattern specification
Apelin signaling pathway

ATP binding
Basal cell carcinoma

Cushing syndrome
cytoplasm

cytosol
DNA−binding transcription activator activity, RNA polymerase II−specific

DNA−binding transcription factor activity
DNA−binding transcription factor activity, RNA polymerase II−specific

DNA binding
dorsal/ventral pattern formation

embryonic skeletal system morphogenesis
Golgi apparatus

histone acetyltransferase binding
histone deacetylase binding

homophilic cell adhesion via plasma membrane adhesion molecules
identical protein binding

kinase binding
MicroRNAs in cancer

midbody
mRNA transport

negative regulation of transcription by RNA polymerase II
nucleoplasm

nucleus
p53 binding

positive regulation of transcription by RNA polymerase II
positive regulation of transcription, DNA−templated

promoter−specific chromatin binding
proximal/distal pattern formation

regulation of mitotic cell cycle
regulation of transcription by RNA polymerase II

regulation of translation
RNA polymerase II cis−regulatory region sequence−specific DNA binding

Signaling pathways regulating pluripotency of stem cells
stress fiber

Thyroid hormone signaling pathway
transcription by RNA polymerase II

transcription, DNA−templated
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