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Simple Summary: The skeletal muscle of younger adults has a remarkable regenerative capacity,
which substantially declines with age. Despite many interspecies differences, animals have been
used to study new treatments to promote muscle regeneration in humans. This study reports a novel
human experimental model using human skeletal muscle tissue of older adults that was extracted
during surgical procedures. We describe an optimal procedure for maintaining human skeletal muscle
tissue under experimental conditions for 11 days. This experimental model allows the investigation
of resident macrophages and stem cells, which mediate muscle regeneration.

Abstract: Findings from studies of muscle regeneration can significantly contribute to the treatment
of age-related loss of skeletal muscle mass, which may predispose older adults to severe morbidities.
We established a human experimental model using excised skeletal muscle tissues from reconstructive
surgeries in eight older adults. Muscle samples from each participant were preserved immediately or
maintained in agarose medium for the following 5, 9, or 11 days. Immunofluorescence analyses of
the structural proteins, actin and desmin, confirmed the integrity of muscle fibers over 11 days of
maintenance. Similarly, the numbers of CD80-positive M1 and CD163-positive M2 macrophages were
stable over 11 days in vitro. However, the numbers of PAX7-positive satellite cells and MYOD-positive
myoblasts changed in opposite ways, suggesting that satellite cells partially differentiated in vitro.
Further experiments revealed that stimulation with unsaturated fatty acid C18[2]c (linoleic acid)
increased resident M1 macrophages and satellite cells specifically. Thus, the use of human skeletal
muscle tissue in vitro provides a direct experimental approach to study the regulation of muscle
tissue regeneration by macrophages and stem cells and their responses to therapeutic compounds.

Keywords: human; in vitro model; aging; skeletal muscle; tissue; myofibers; myofibrils; satellite cells;
myoblasts; resident macrophages; actin; desmin; immunohistology

1. Introduction

Skeletal muscle, which makes up approximately 40% of the total weight of the human
body, plays a pivotal role in the regulation of homeostasis and metabolism and enables
body movement and respiration [1]. Aging is accompanied by a successive decline in
skeletal muscle mass and function, which has deleterious impacts on metabolism, the
immune system, and mobility. This age-related decline in muscle mass has been attributed
to decreases in the number and size of muscle fibers [2]. Skeletal muscle is mainly composed
of slow-twitch fibers (Type I) and fast-twitch fibers (Type II), which includes the subtypes
IIA, IIB, and IIX [1]. Previous studies reported that age-related muscle mass loss is mainly
attributed to a reduction in type Il muscle fiber size [2]. The regeneration of skeletal muscle
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fibers heavily relies on the coordinated actions of resident macrophages and quiescent stem
cells [3]. Recent findings revealed the modulating function of resident macrophages in both
the regeneration and degeneration of skeletal muscle fibers [3,4]. Muscle stem cells were
named satellite cells due to their location between the basal lamina and the sarcolemma
of the myofibers. Upon activation, quiescent satellite cells divide both symmetrically and
asymmetrically to generate activated satellite cells and self-renewing satellite cell stem cells,
respectively [5]. After a few rounds of cell division, activated satellite cells (myoblasts)
exit their cell cycles and give rise to myocytes, which fuse together to form multinucleated
myotubes. [5,6]. Dysregulation of any step within this strictly regulated process can result in
the successive loss of muscle mass and strength, which results in debilitating conditions [7].
Satellite cells were previously characterized by positive expression of the PAX7 transcription
factor, which is abolished during myogenic differentiation [8]. Concomitantly, expression
of the early myogenic transcription factor MYOD increases, so MYOD is commonly used
to detect differentiated skeletal myoblasts [9].

Obesity increases the risk of age-related decline in muscle mass, suggesting a direct
link between the excessive accumulation of fat and fatty acids in muscle tissue and muscle
degeneration [10-12]. Animal studies demonstrated that specific species of fatty acids
can directly induce inflammatory gene expression in the skeletal muscle tissue of obese
rats [11]. Recently, we reported that 18-carbon fatty acid with two unsaturated double
bonds in cis configuration (C18[2]c) modulates the expression of eight chemokine genes
(IL6, IL1RA, IL4, LIF, CXCLS8, CXCL1, CXCL12, and CCL2) in primary human skeletal
muscle myoblasts [13]. This led to the assumption that fatty-acid-induced chemokines may
trigger the activation of resident macrophages in human muscle tissue.

In skeletal muscle tissue, macrophages represent the most abundant class of immune
cells. They contribute to muscle regeneration by cleaning tissue debris, regulating proin-
flammatory or anti-inflammatory responses, and activating satellite cell proliferation and
differentiation [4,14]. Resident macrophages also undergo a series of strictly regulated steps
to ensure efficient tissue homeostasis. In general, macrophages comprise two functionally
distinct populations, the proinflammatory M1 subtype and the anti-inflammatory M2
subtype [15]. However, a more complex system of macrophage subtypes may exist and is
the subject of ongoing functional studies [16]. The use of numerous different markers from
human and animal models or from blood-derived and in vitro-differentiated precursor
macrophages has complicated the characterization of macrophages [16-19]. Nonetheless,
the current classification of M1 and M2 macrophages provides a useful guide to study
the regulatory mechanisms of macrophage polarization and the inflammatory status of
human tissue.

Animal models have been generally utilized to replicate and study various aspects
of human skeletal muscle disorders [20,21]. A few in vitro models of human skeletal
muscle have been developed using isolated primary myoblasts, myotubes, or immortalized
cell lines [22-24]. However, none of these models represent the intrinsic complexity of
the native human skeletal muscle tissue, which is composed of many different types of
cells and structural components. Here, we report the development of a human skeletal
muscle tissue model that can be used to study the interaction of skeletal muscle stem cells
and macrophages in their natural environment and to study new regenerative treatments.
Compared to monolayer cultured cells, three-dimensional skeletal muscle tissue better
mimics the natural tissue environment and allows satellite cells and myoblasts to maintain
an extracellular matrix in three dimensions and to interact with resident macrophages
through signaling factors.

2. Materials and Methods
2.1. Tissue Specimens

Human skeletal muscle samples were obtained from eight geriatric donors undergoing
reconstructive surgery at RWTH Aachen University Hospital, Aachen, Germany, after
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November 2020 (Table 1). Ethical approval from the Medical Ethics Committee of RWTH
Aachen (No. EK206/09) and patient consent were obtained before the surgeries.

Table 1. Characteristics of the study participants.

. . Age BMI Type 2

Participant Sex (Yegrs) (kg/m?) Diﬁge tes Source
P1 female 73 26.6 Yes gluteus medius muscle
P2 female 82 26 Yes gluteus medius muscle
P3 female 68 >40 Yes deltoid muscle
P4 female 76 27.3 No multifidus muscle
pP5 female 82 26.1 No pronator quadratus muscle
P6 male 72 375 No vastus lateralis muscle
P7 female 81 25.6 No pronator quadratus muscle
P8 female 68 24.8 No vastus lateralis muscle

2.2. Maintenance and Stimulation of Human Skeletal Muscle Tissue

Tissue samples from each participant were sectioned into several serial sections of
~5.3 mm?. One section was immediately preserved in a 4% formaldehyde solution (Otto
Fischar GmbH, Saarbrucken, Germany) at 4 °C (D0). The remaining sections were sep-
arately embedded in a polysaccharide polymer (agarose). Briefly, the embedding proce-
dure consisted of 2 consecutive steps: sealing using superficial dehydration by airflow;
and embedding in 1% ultrapure polysaccharide polymer Low Melt-Agarose (Carl Roth
GmbH, Karlsruhe, Germany) in DMEM cell culture medium (Biological industries, Kibbutz
Beit-Haemek, Israel), supplemented with 10% fetal bovine serum (PAN Biotech GmbH,
Aidenbach, Germany) along with penicillin and streptomycin, each at 100 U/mL (PAN
Biotech GmbH, Aidenbach, Germany). For stimulation, analytical-grade fatty acid C18[2]c
was obtained from Biotrend Chemikalien GmbH, Cologne, Germany (#1024), and con-
jugated with bovine serum albumin (BSA) at a 1:2.5 ratio, as described previously [13].
C18[2]c solution was added to the agarose medium at a final concentration of 50 pm. The
units of embedded tissues were covered with 0.5 mL of DMEM/F-12 medium (Gibco
Life Technologies), supplemented with 10% fetal bovine serum along with penicillin and
streptomycin, each at 100 U/mL (PAN Biotech GmbH), and incubated at 37 °C with 5%
CO,. The medium was replaced every five days. After maintenance for the indicated
duration (5, 9, or 11 days), the tissue sections were carefully captured and preserved in a
4% formaldehyde solution (Otto Fischar GmbH) for 24 h.

2.3. Hematoxylin and Eosin (HE) Staining

The tissue samples were dehydrated, embedded in paraffin, and sectioned into 2 um
sections using a SLIDE4003E microtome (pfm Medical, Cologne, Germany). The sections
were fixed on adhesive microscope slides, deparaffinized, and stained using an automated
slide-staining station (Gemini, Thermo Fisher, Waltham, MA, USA). The slides were stained
in hematoxylin for 5-10 min; rinsed in warm water for 10 min; stained in 0.3% eosin for
5 min; rinsed again with tap water; and successively dehydrated in 70%, 96%, and 100%
ethanol. Then, the slides were treated with xylene and sealed with glass coverslips.

2.4. Immunofluorescence and DAPI Staining

Five-micrometer sections of embedded tissue samples were deparaffinized, heated
in citrate buffer (pH 6.0) for 30 min, cooled, and left in distilled water. Before staining,
the sections were rinsed twice with 0.1% Tween 20 (9127.1, Carl Roth GmbH, Karlsruhe,
Germany) in PBS. For PAX7 and MYOD staining, slides were permeabilized in 0.1% Triton
X-100 (T8787, Sigma-Aldrich Chemic, Steinheim, Germany) for 10 min and blocked with
UltraCruz Blocking Reagent for 60 min. For CD80 and CD163 staining, the slides were
blocked using 10% BSA in PBS for 60 min. The slides were incubated with the following
antibodies overnight at 4 °C: rabbit anti-human CD80 (ab134120, Abcam, Cambridge, UK)
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diluted 1:1000 in 3% BSA, mouse anti-human CD163 (ab156769, Abcam, Cambridge, UK)
diluted 1:200 in 3% BSA, mouse anti-human Pax-7 (sc-81975, Santa Cruz Biotechnology,
Dallas, TX, USA) diluted 1:100 in UltraCruz Blocking Reagent, or mouse anti-human MYOD
(sc-377460 AF488, Santa Cruz Biotechnology) 1:100 in UltraCruz Blocking Reagent (Santa
Cruz Biotechnology). For actin and desmin staining, two-micrometer tissue sections were
deparaffinized and treated as described above. Then, the sections were permeabilized for
10 min using 0.1% Triton X-100 (T8787, Sigma-Aldrich Chemic, Steinheim, Germany) in
PBS and blocked with 2.5% horse serum for 60 min. The slides were then incubated with
the following primary antibodies overnight at 4 °C: mouse anti-human skeletal muscle
actin antibody (MA5-12542, Thermo Fisher Scientific, Waltham, MA, USA) diluted 1:200 in
2.5% horse serum or rabbit anti-human skeletal muscle desmin antibody (ab227651, Abcam,
Cambridge, UK) diluted 1:200 in 2.5% horse serum. After primary staining, the slides
were treated with two reagents from the VectaFluor Amplified Kit (DK2488 or DK1594,
Vector Laboratories, Burlingame, CA, USA). After staining, the slides were sealed with
glass coverslips in SlowFade Gold Antifade Mountant with DAPI (Thermo Fisher Scientific,
Waltham, MA, USA).

2.5. Microscopy and Imaging

Following HE or immunofluorescence staining, images were captured using an au-
tomated microscope (DM6000B, Leica Microsystems, Wetzlar, Germany) with a 340-380
nm filter for DAPI; a 450-490 nm filter for PAX7, MYOD, actin or CD163; and a 590 nm
filter for desmin or CD80. DISKUS software (Leica) was used to process and merge the
images. The mean number of positive cells in each sample was obtained from at least two
randomly selected fields of 0.24 mm? within cross-sectional areas of muscle fibers. The
fields containing adipose tissue, glands, or vessels were strictly excluded.

2.6. Statistical Analyses

All results are reported as the mean + standard deviation (SD). Statistical analyses
were performed with SPSS 18.0. The results were compared using a t-test. Differences with
a p value < 0.01 were considered statistically significant.

3. Results

The study of skeletal muscle regeneration in older adults is in high demand in geriatric
medicine. In the current study, we included eight older adults undergoing reconstructive
surgical procedures. All surgeries involved an obligatory macroscopic excision of skeletal
muscle tissue to restore skeletal shape and function. All participants gave their informed
consent to donate their disposed tissue. The participants’ characteristics are summarized
in Table 1. In general, female participants were more willing to donate than male patients.
Moreover, the share of female patients in our hospital significantly increases with age. Thus,
only one male participant was included in this study.

3.1. The Integrity of Human Skeletal Muscle Tissue under Experimental Conditions In Vitro

Skeletal muscle tissue samples were sectioned into four serial sections immediately
after surgery. One section was directly preserved and served as the control (D0). The other
three sections were embedded in individual wells of a six-well culture plate (Figure 1a).
After being maintained in vitro for 5, 9 or 11 days (D5, D9 or D11, respectively), the tissue
sections were preserved and prepared for histological assessment. Next, the tissue sections
were subjected to HE staining to study their general arrangement and the distribution of
muscle fibers and to obtain a general overview of cross-sectional and longitudinal tissue sec-
tions (Figure 1b). All sections contained muscle fibers of different lengths (lower panel) as
well as adipose and connective tissues (upper panel). Longitudinal tissue sections revealed
that short muscle fibers remained intact in the sections while long muscle fibers were trun-
cated by the excisions. As expected, there were individual differences in the proportions of
adipocytes and connective structures between the participants” muscle tissues. We then
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focused on muscle fibers and examined different qualitative and quantitative parameters,
such as the shape and size of the muscle fibers, the number and location of nuclei, and the
presence of necrosis in the samples, at D0, D5, D9, and D11 for each participant. In all sam-
ples, the nuclei were peripheral, and the sarcoplasm appeared uniform and unfragmented
over time. Most importantly, the maintenance conditions did not have a significant effect
on the organization of muscle fibers within the tissue samples from individual participants
(Figure 1b). To further examine the integrity and structure of the muscle fibers over the
maintenance period, all tissue sections were simultaneously subjected to immunofluores-
cence staining using specific antibodies against two major muscle filament proteins, actin
and desmin [25,26]. In addition, DAPI was utilized as a nuclear counterstain to exclude
alterations in nuclear abundance or appearance across the tissue [27]. In all samples, we
observed a low, constant ratio of 0.1 & 0.04% of fragmented, condensed, or deformed nuclei,
independent of donor characteristics or maintenance duration. As shown in Figure 1c, the
desmin signal strongly accumulated in the sarcolemma but was less abundant in myofibrils
at DO. This pattern was more apparent at D9 and D11, which is most likely due to the
disparate spatial distribution of desmin filaments. Desmin links myofibril bundles on
specialized sites in the sarcolemma. Depending on the location of tissue slice, desmin
signals may appear stronger in the sarcolemma. Importantly, we observed no alterations in
the density or organization of actin filaments over 11 days (D11) of maintenance in vitro.
The sarcolemma and myofibrils contained equal amounts of actin in all samples. Moreover,
neither the number nor the appearance of nuclei across the tissue sections was significantly
different. Thus, the data strongly suggested that vital human skeletal muscle tissue can be
maintained under native conditions in vitro for at least 11 days.

3.2. The In Vitro Model of Human Skeletal Muscle Maintains the Polarization Profile of
Resident Macrophages

To assess the polarization profile of resident macrophages in muscle tissue sections,
we utilized immunofluorescent staining protocols to exclusively detect M1 (CD80* /DAPI*)
or M2 (CD163*/DAPI*) macrophages. As shown in representative fluorescence images
from a single donor at DO and D9, positive cells were labeled and counted in equal fields of
muscle fibers within the corresponding tissue sections (Figure 2a). M1 and M2 macrophages
were found in the perimysium and exhibited a similar lanceolate shape, with the nucleus
located toward the rear of the cell, which has been previously described for migrating cells
(Figure 2a). We determined and compared the numbers of M1 and M2 macrophages in the
muscle tissue samples from all participants (Figure 2b,c). We observed that the numbers of
M1 and M2 macrophages at D0 varied among the participants (Figure 2b).

Crogs section

Longitudinal section

Figure 1. Cont.
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Figure 1. Human skeletal muscle tissue can be maintained under in vitro conditions. (a) A skeletal
muscle tissue sample from a single participant (upper panel) was sectioned into multiple units that
were embedded in agarose medium (lower panel). (b) The images from a single participant are
presented and are representative of an additional seven participants. The morphological characteris-
tics of tissue samples from the vastus lateralis muscle of individual participants were analyzed in
longitudinal and cross sections by HE staining immediately after surgery (DO) or after 9 or 11 days of
maintenance in vitro (D9 or D11, respectively). (c) Parallel sets of tissue sections from the gluteus
medius muscle at DO, D9, and D11 were analyzed, and the morphological integrity of muscle fibers
was compared using antibodies against desmin (upper panel) or actin (lower panel) for immunofluo-
rescence staining, with DAPI used as a counterstain. Additional sections were analyzed without the
addition of desmin or actin antibodies as a negative control (D0 negative control). Images of tissue
from a single participant are shown and are representative of the other seven participants. The white
scale bars represent 50 pm.

Furthermore, the individual ratios of M1 to M2 macrophage subtypes also significantly
differed. For instance, the muscle tissue of participant one contained more M1 macrophages
than M2 macrophages, whereas that of participant four contained more M2 macrophages
than M1 macrophages (Figure 2b). Next, we determined the relative changes in macrophage
numbers during in vitro maintenance for each individual participant (Figure 2c). Therefore,
the number of M1 macrophages or M2 macrophages was compared to the corresponding
number at DO to obtain a relative fold change, which was set to one for all participants
at DO. The results revealed an unchanged number of M1 macrophages and a negligible
decline in M2 macrophages over 11 days of in vitro maintenance.

3.3. The In Vitro Model of Human Skeletal Muscle Maintains the Number and Differentiation of
Skeletal Muscle Stem Cells

Stem cells play a pivotal role in the regeneration of skeletal muscle tissue. We used
antibodies against two well-established markers, PAX7 and MYOD, to identify satellite
cells and myoblasts, respectively, in human skeletal muscle tissue samples. PAX7 and
MYOD are transcription factors and are predominantly located in the nucleus. Thus, their
fluorescence signals often overlapped or exceeded the underlying DAPI signals. Positive
cells were identified by overlapping blue and green fluorescence signals and counted in
equal fields of muscle fibers as described above (Figure 3a). The examination of the tissue
samples from different participants at DO revealed that the majority contained comparable
numbers of satellite cells and myoblasts (Figure 3b).
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Figure 2. Resident macrophages in human skeletal muscle tissue maintained in vitro for 11 days.
Skeletal muscle tissue sections were analyzed for the presence of M1 (CD80-positive) or M2 (CD163-
positive) macrophages using immunofluorescence and DAPI staining. (a) The images are represen-
tative of a total of 32 different sections from 8 participants before (DO) or after 5 (D5), 9 (D9), or 11
(D11) days of maintenance in vitro. Sections from a single participant at DO and D9 are presented
and labeled at the top of each image. White arrowheads indicate positive cells. The white scale
bars represent 100 um. Left panels present fluorescence images at higher magnification of single M1
macrophages (red), M2 macrophages (green), DAPI (blue), and merged signals, as depicted. The
mean number of positive cells was obtained from two randomly selected fields of 0.24 mm? within
cross-sectional areas of muscle fibers. (b) The diagram shows the mean numbers of CD80-positive
(black bars) and CD163-positive (gray bars) macrophages in 0.24 mm? of muscle fibers from indi-
vidual participants (P1-P8) at DO (Supplementary Table S1). (c¢) The diagram shows the mean fold
change, which was determined by normalizing the number of positive cells in samples from each
participant at D0, D5, D9, and D11 to that at DO. Thus, D0 was set to one for every participant and for
the mean change at DO (Supplementary Table S2). p < 0.01 (*).

As expected, the individual ratios of satellite cells to myoblasts were not significantly
different. We determined the relative fold changes in satellite cell and myoblast numbers by
comparing the numbers with those at DO (Figure 3c). Thus, the relative change at DO was set
to one. The results indicated that the number of satellite cells successively decreased over
11 days of maintenance in vitro. However, the number of myoblasts was slightly increased.
Interestingly, the sum of satellite cells and myoblasts indicated nearly no relevant change
(Supplementary Figure S1). We assumed that a small proportion of satellite cells may have
differentiated into myoblasts during maintenance in vitro.
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Figure 3. Stem cells in human skeletal muscle tissue were maintained in vitro for 11 days. Skeletal
muscle tissue sections were analyzed for the presence of satellite cells (PAX7-positive) or myoblasts
(MYOD-positive) using immunofluorescence and DAPI staining. (a) The images are representative of
all sections from 6 participants before (DO0) or after 5 (D5), 9 (D9), or 11 (D11) days of maintenance
in vitro. Sections from a single participant at DO and D9 are presented and labeled at the top of
each image. White arrowheads indicate the positive cells. The white scale bars represent 100 um.
Left panels present fluorescence images at higher magnification of a single satellite cell or myoblast
(green), DAPI (blue), and merged signals, as depicted. The mean numbers of positive cells from two
randomly selected fields of 0.24 mm? within cross-sectional areas of muscle fibers were obtained.
(b) The diagram shows the mean numbers of PAX7-positive satellite cells (white bars) and MYOD-
positive myoblasts (hatched bars) in 0.24 mm? of muscle fibers from individual participants as
designated at DO (Supplementary Table S3). (c) The diagram shows the mean fold change, which was
determined by normalizing the number of PAX7-positive (white bars) or MYOD-positive (hatched
bars) cells in the samples from each participant at DO, D5, D9, and D11 to that at D0. Thus, DO was
set to one for every single participant and for the mean change at DO (Supplementary Table S4).
p <0.01 (*).

3.4. Unsaturated C18 Fatty Acid Activates M1 Macrophages and Stem Cells in the Human
Skeletal Muscle Model

Previously, we reported that unsaturated fatty acid C18[2]c stimulates the expres-
sion of inflammatory proteins in primary human skeletal myoblasts [13]. This led to the
assumption that the elevated inflammatory proteins may potentially activate muscle-tissue-
resident macrophages. We were able to examine this hypothesis in participant six, who
provided additional sections of the vastus lateralis muscle. Tissue samples were maintained
with C18[2]c/BSA solution or a fatty-acid-free BSA solution for nine days in vitro. We
determined the relative changes in macrophage and stem cell numbers as described above
(Figures 2c and 3c). The data revealed that only CD80-positive M1 macrophages and
PAX7-positive satellite cells were significantly increased in response to C18[2]c stimulation
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(Figure 4a,b). Together, our data indicated the viability of the human skeletal muscle model
for the experimental study of macrophage and satellite cells in response to stimuli.
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Figure 4. M1 macrophages and satellite cells were increased in human skeletal muscle tissue in
response to unsaturated fatty acid C18[2]c. Skeletal muscle tissue sections from donor 6 were
stimulated with C18[2]c or left untreated for 9 days (control) and analyzed for the presence of M1
(CD80-positive) or M2 (CD163-positive) macrophages, satellite cells (PAX7-positive), or myoblasts
(MYOD-positive) using immunofluorescence and DAPI staining. (a) The diagram shows the mean
fold change of M1 (CD80-positive) (black bars) and M2 (CD163-positive) macrophages (gray bars)
in 0.24 mm? of muscle fibers, which was determined by normalizing the number of cells in the
stimulated sample to that of the unstimulated sample. (b) The diagram shows the mean fold change
of PAX7-positive satellite cells (white bars) and MYOD-positive myoblasts (hatched bars) in 0.24 mm?
of muscle fibers, which was determined by normalizing the number of cells in the stimulated sample
to that of the unstimulated sample. Thus, the controls were set to one. p < 0.01 (*).

4. Discussion

The age-related decline in muscle regeneration results in impaired mobility, increased
injury risk, and dependency, which pose great challenges to the healthcare system. A
better understanding of the underlying mechanisms will assist in the development of new
therapies for the growing population of older adults. Our study presents a new in vitro
human model for the further investigation of the regulatory crosstalk between resident stem
cells and macrophages within the native three-dimensional microenvironment of skeletal
muscle tissue. The established embedding procedure in agarose medium maintained
muscle tissue integrity and the macrophage profile under controlled conditions, allowing
free diffusion of nutrients and satellite cell differentiation. Furthermore, the resident
macrophages and stem cells responded to external stimuli under in vitro conditions. These
features suggest the capability of the human skeletal muscle tissue model to reduce animal
experiments and may advance its acceptance in the field of aging research.

The experiments in this report demonstrate the viability of the human skeletal muscle
model over 11 days in vitro. In preliminary experiments, however, we also maintained
parallel samples for 13 days and observed some modifications to the actin structure (data
not shown). Although these structural alterations may not be related to macrophage or stem
cell function, we stopped maintaining the tissue samples longer than 11 days in subsequent
experiments. Nevertheless, an 11-day period most likely exceeds the course of macrophage
and stem cell responses, since the related regulatory signal transduction, gene transcription,
and protein translation were reported to be completed within 48 h [28,29]. Correspond-
ingly, this time frame allows the assessment of potential compounds and their effects on
macrophage activation or stem cell differentiation in human skeletal muscle tissue.

We characterized resident macrophages in human skeletal muscle tissue using the
restrictive M1 and M2 classification, which may be a limitation of our study. Recent
studies indicate that the M1/M2 classification is a technical simplification that may obscure
functionally relevant macrophage phenotypes [8,24]. According to this classification, M1



Biology 2022, 11, 936

10 0f 13

macrophages contribute to a proinflammatory state and M2 macrophages contribute to an
anti-inflammatory state via the expression of distinct sets of cytokines. However, blood-
derived M2 macrophages were also shown to secrete proinflammatory cytokines [30].
Nevertheless, little is known about macrophage polarization in human skeletal muscle, and
a standardized method is still lacking [31]. Indeed, skeletal-muscle-resident macrophages
are predominantly studied in rodent injury models that follow the M1/M2 classification [32].
Although application of the skeletal muscle model requires sufficient access to surgical
tissue samples, it is a useful tool for the characterization of resident macrophages in the
human system.

Previous studies suggested that obesity, diabetes, and insulin resistance increase
macrophage accumulation in skeletal muscle without discriminating included adipose or
connective tissues [33,34]. In the current study, we determined the number of resident
macrophages within the muscle fiber bundles and excluded intramuscular vessels, fat, and
connective tissue. Four of the eight included participants suffered from diabetes and/or
obesity, which is a limitation of our study (Table 1). However, the results did not confirm the
increased accumulation of resident macrophages associated with muscle fibers from donors
with diabetes and/or obesity. In particular, the muscle tissues from obese or diabetic partic-
ipants contained 35% fewer CD80-positive macrophages and 45% fewer CD163-positive
macrophages than the other participants (Supplementary Table S1). Therefore, we suggest
that diabetes and /or obesity may decrease the number of macrophages that are associated
with myofibers specifically. This also may explain the declined muscle regeneration capac-
ity in diabetic or obese older adults. However, both disorders may lead to the increased
migration of macrophages into muscle-embedded adipose or connective tissues. An earlier
study also found that the skeletal muscle tissue of lean individuals expressed higher levels
of the macrophage-specific markers CD163 and CD80 than the skeletal muscle of obese
individuals [35]. In another study, the number of resident macrophages in skeletal muscle
fibers from obese females with insulin resistance was lower than that in normal-weight
females without insulin resistance [36]. Studies of skeletal muscle biopsies from young
and older adults found a twofold increase in macrophages in the muscle tissue of healthy
70-81-year-old individuals [37]. Other studies that differentiated between the M1 and M2
subtypes in human skeletal muscle tissue reported a decline in M1 macrophages and an
increased anti-inflammatory response with aging [14,38]. Notwithstanding the significance
of sex, genetic predisposition, and clinical history, the polarization and function of resident
macrophages likely change with aging and therefore need to be specifically addressed in
aging muscle tissue. In specific anatomical locations, skeletal muscle fiber type composition
and function are different in male and female individuals. However, no sex-related differ-
ences were found in the overall structure, tissue, or cellular components of human skeletal
muscle tissue [39]. Although our study included mainly female donors, we observed no
sex-related differences in muscle tissue structures or the cellular components of skeletal
muscle tissue (data not shown). Moreover, we detected no sex-related differences in the
viability of macrophages or stem cells in the human muscle tissue model (Supplementary
Tables 51-54). Thus, donors’ sex is unlikely to have affected the viability of this model.

The characterization of stem cells in our study revealed comparable numbers of
satellite cells in all participants (Supplementary Table S3). Satellite cells promote muscle
tissue regeneration by their proliferation upon activation and expression of a range of
myogenic genes, including desmin [40]. In all samples, we found satellite cells in the
sarcolemma, where the desmin protein accumulated to the greatest extent. Interestingly,
the number of PAX7-positive satellite cells decreased by 50% over 5 days of maintenance
in vitro, demonstrating their lack of proliferative capacity. Previous studies suggested
that aging may decrease the proliferative activity of satellite cells but not their myogenic
differentiation capacity [41]. Interestingly, our data revealed that the significant decrease
in PAX7-positive satellite cells was accompanied by a slight increase in MYOD-positive
myoblasts. Although the increase in myoblasts was not statistically significant, we assumed
that some of the resident satellite cells may have differentiated into myoblasts within five
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days in vitro. Besides, PAX7 and MYOD proteins may play a role in the regulation of
satellite cell differentiation [42]. Analogous to the complexity of macrophage subtypes, the
full characterization of stem cells may require additional marker proteins to be identified.

Elevated levels of fatty acids were associated with skeletal muscle loss in numerous
animal and human studies. However, little is known about fatty acids’ target cells and
their role in regulation of muscle regeneration. Recently, we reported that MYOD-positive
primary human skeletal myoblasts were potent producers of chemokines by direct response
to distinct species of fatty acids within two days [13]. Here, we found that fatty acids treat-
ment of human skeletal muscle tissue increased the number of resident M1 macrophages
and satellite cells within 9 days (Figure 4). Although the levels of cytokines were not
examined in our model, it is tempting to speculate that they stimulated the polarization
of resident M1 macrophages and the expansion of satellite cells. Moreover, the increased
number of M1 macrophages confirmed our initial hypothesis that fatty acids contribute to
the inflammatory status in human skeletal muscle tissue. However, future studies need to
include more donors to verify the impact of fatty acid species, age, and preconditions in
this scenario.

5. Conclusions

Human skeletal muscle samples were previously used to capture resident macrophages
and stem cells in the static state. Our study presents a new approach that allows the dy-
namic observation of resident macrophages and stem cells under experimental conditions
upon the application of compounds, nutrition, or stimuli. The current embedding technique
in agarose medium facilitates the maintenance of viable samples for up to 11 days and the
study of resident macrophages and stem cells.

Supplementary Materials: The following are available online at https:/ /www.mdpi.com/article/
10.3390/biology11060936/s1. Figure S1: The fold change in the sum of PAX7-positive satellite cells
and MYOD-positive myoblast over 11 days of maintenance. Table S1: The numbers of CD80-positive
and CD163-positive macrophages in the muscle tissue samples from eight participants at day 0.
Table S2: The fold change in CD80-positive and CD163-positive macrophages over 11 days. Table S3:
The numbers of PAX7-positive satellite cells and MYOD-positive myoblasts in the muscle tissue
samples from six participants at day 0. Table S4: The fold change in PAX7-positive satellite cells and
MYOD-positive myoblasts over 11 days.

Author Contributions: Conceptualization, M.N., EH., L.C.B. and M.P,; methodology, D.H., N.B.,
EM. and A.M.; software, D.H.; validation, D.H. and M.N.; formal analysis, EM., AM. and D.H.;
investigation, D.H.; resources, M.N., L.C.B. and EH.; data curation, EM., D.H. and A.M.; writing—
original draft preparation, D.H.; writing—review and editing, M.N.; visualization, D.H.; supervision,
M.N.; project administration, M.N.; funding acquisition, M.N. All authors have read and agreed to
the published version of the manuscript.

Funding: This study was funded by Stiftung zur Forderung der Erforschung von Ersatz- und
Erganzungsmethoden zur Einschrankung von Tierversuchen, available online: http://www.stiftung-
set.de/en/ (accessed on 10 June 2022) (No. P-068). Dandan Hao is supported by the China
Scholarship Council.

Institutional Review Board Statement: Ethical approval was obtained from the Medical Ethics
Committee of RWTH Aachen, available online: https:/ /www.medizin.rwth-aachen.de/go/id/coeq/
lidx/1 (accessed on 10 June 2022) (No. EK206/09).

Informed Consent Statement: Informed consent was obtained from all subjects involved in the study.

Data Availability Statement: The data presented in this study are available in Supplementary
Materials available online at www.mdpi.com.

Acknowledgments: This work was supported by the Centralized Biomaterial Bank (cBMB) and
immunohistochemistry facility of the Interdisciplinary Center for Clinical Research (IZKF) Aachen
within the Faculty of Medicine at RWTH Aachen University.

Conflicts of Interest: The authors declare no conflict of interest.


https://www.mdpi.com/article/10.3390/biology11060936/s1
https://www.mdpi.com/article/10.3390/biology11060936/s1
http://www.stiftung-set.de/en/
http://www.stiftung-set.de/en/
https://www.medizin.rwth-aachen.de/go/id/coeq/lidx/1
https://www.medizin.rwth-aachen.de/go/id/coeq/lidx/1
www.mdpi.com

Biology 2022, 11, 936 12 0f13

References

1.  Mukund, K.; Subramaniam, S. Skeletal muscle: A review of molecular structure and function, in health and disease. Wiley
Interdiscip. Rev. Syst. Biol. Med. 2020, 12, e1462. [CrossRef] [PubMed]

2. Shang, M.; Cappellesso, F.; Amorim, R.; Serneels, J.; Virga, F,; Eelen, G.; Carobbio, S.; Rincon, M.Y.; Maechler, P; De Bock, K.; et al.
Macrophage-derived glutamine boosts satellite cells and muscle regeneration. Nature 2020, 587, 626-631. [CrossRef] [PubMed]

3. Chazaud, B. Inflammation and Skeletal Muscle Regeneration: Leave It to the Macrophages! Trends Immunol. 2020, 41, 481-492.
[CrossRef] [PubMed]

4. van Doorslaer de Ten Ryen, S.; Francaux, M.; Deldicque, L. Regulation of satellite cells by exercise in hypoxic conditions: A
narrative review. Eur. J. Appl. Physiol. 2021, 121, 1531-1542. [CrossRef] [PubMed]

5. Axelrod, C.L.; Fealy, C.E.; Erickson, M.L.; Davuluri, G.; Fujioka, H.; Dantas, W.S.; Huang, E.; Pergola, K.; Mey, ].T.; King, W.T.; et al.
Lipids activate skeletal muscle mitochondrial fission and quality control networks to induce insulin resistance in humans.
Metabolism 2021, 121, 154803. [CrossRef] [PubMed]

6. Liu, G, Liao, C.; Chen, X.; Xu, Y;; Tan, J.; Han, F,; Ye, X. Identification and Characterization of Skeletal Muscle Stem Cells from
Human Orbicularis Oculi Muscle. Tissue Eng. Part C Methods 2018, 24, 486-493. [CrossRef]

7.  Parker, L.; Caldow, M.K.; Watts, R.; Levinger, P.; Cameron-Smith, D.; Levinger, I. Age and sex differences in human skeletal
muscle fibrosis markers and transforming growth factor-beta signaling. Eur. |. Appl. Physiol. 2017, 117, 1463-1472. [CrossRef]

8.  Sardon Puig, L.; Pillon, N.J.; Naslund, E.; Krook, A.; Zierath, ].R. Influence of obesity, weight loss, and free fatty acids on skeletal
muscle clock gene expression. Am. J. Physiol. Endocrinol. Metab. 2020, 318, E1-E10. [CrossRef]

9.  Laurentius, T.; Raffetseder, U.; Fellner, C.; Kob, R.; Nourbakhsh, M.; Floege, ].; Bertsch, T.; Bollheimer, L.C.; Ostendorf, T. High-fat
diet-induced obesity causes an inflammatory microenvironment in the kidneys of aging Long-Evans rats. |. Inflamm. 2019, 16, 14.
[CrossRef] [PubMed]

10. Kob, R;; Fellner, C.; Bertsch, T.; Wittmann, A.; Mishura, D.; Sieber, C.C.; Fischer, B.E.; Stroszczynski, C.; Bollheimer, C.L. Gender-
specific differences in the development of sarcopenia in the rodent model of the ageing high-fat rat. J. Cachexia Sarcopenia Muscle
2015, 6, 181-191. [CrossRef]

11.  Rauen, M.; Hao, D.; Muller, A.; Muckter, E.; Bollheimer, L.C.; Nourbakhsh, M. Free Fatty Acid Species Differentially Modulate the
Inflammatory Gene Response in Primary Human Skeletal Myoblasts. Biology 2021, 10, 1318. [CrossRef] [PubMed]

12.  Cui, C.Y,; Driscoll, RK.; Piao, Y.; Chia, C.W.; Gorospe, M.; Ferrucci, L. Skewed macrophage polarization in aging skeletal muscle.
Aging Cell 2019, 18, €13032. [CrossRef] [PubMed]

13.  Oishi, Y.; Manabe, I. Macrophages in inflammation, repair and regeneration. Int. Immunol. 2018, 30, 511-528. [CrossRef] [PubMed]

14. Dick, S.A.; Wong, A.; Hamidzada, H.; Nejat, S.; Nechanitzky, R.; Vohra, S.; Mueller, B.; Zaman, R.; Kantores, C.; Aronoff, L.; et al.
Three tissue resident macrophage subsets coexist across organs with conserved origins and life cycles. Sci. Immunol. 2022, 7,
eabf7777. [CrossRef] [PubMed]

15. Martinez, F.O.; Gordon, S. The M1 and M2 paradigm of macrophage activation: Time for reassessment. F1000Prime Rep. 2014,
6, 13. [CrossRef] [PubMed]

16. Murray, PJ.; Allen, J.E.; Biswas, S.K.; Fisher, E.A.; Gilroy, D.W.; Goerdt, S.; Gordon, S.; Hamilton, J.A.; Ivashkiv, L.B,;
Lawrence, T.; et al. Macrophage activation and polarization: Nomenclature and experimental guidelines. Immunity 2014, 41,
14-20. [CrossRef]

17. Wu, Y,; Hirschi, K.K. Tissue-Resident Macrophage Development and Function. Front Cell Dev. Biol. 2020, 8, 617879. [CrossRef]

18. Ishida, J.; Saitoh, M.; Doehner, W.; von Haehling, S.; Anker, M.; Anker, S.D.; Springer, ]. Animal models of cachexia and sarcopenia
in chronic illness: Cardiac function, body composition changes and therapeutic results. Int. J. Cardiol. 2017, 238, 12-18. [CrossRef]

19. Christian, C.J.; Benian, G.M. Animal models of sarcopenia. Aging Cell 2020, 19, e13223. [CrossRef]

20. Nagashima, T.; Hadiwidjaja, S.; Ohsumi, S.; Murata, A.; Hisada, T.; Kato, R.; Okada, Y.; Honda, H.; Shimizu, K. In Vitro Model
of Human Skeletal Muscle Tissues with Contractility Fabricated by Immortalized Human Myogenic Cells. Adv. Biosyst. 2020,
4, €2000121. [CrossRef]

21. Urciuolo, A.; Serena, E.; Ghua, R.; Zatti, S.; Giomo, M.; Mattei, N.; Vetralla, M.; Selmin, G.; Luni, C.; Vitulo, N.; et al. Engineering
a 3D in vitro model of human skeletal muscle at the single fiber scale. PLoS ONE 2020, 15, e0232081. [CrossRef] [PubMed]

22. Wibberley, A.; Staunton, C.A.; Feetham, C.H.; Vereninov, A.A_; Barrett-Jolley, R. An in vitro model of skeletal muscle volume
regulation. PLoS ONE 2015, 10, e0127889. [CrossRef] [PubMed]

23. Squire, J. Special Issue: The Actin-Myosin Interaction in Muscle: Background and Overview. Int. J. Mol. Sci. 2019, 20, 5715.
[CrossRef] [PubMed]

24. Paulin, D.; Li, Z. Desmin: A major intermediate filament protein essential for the structural integrity and function of muscle. Exp.
Cell Res. 2004, 301, 1-7. [CrossRef] [PubMed]

25. Atale, N.; Chakraborty, M.; Mohanty, S.; Bhattacharya, S.; Nigam, D.; Sharma, M.; Rani, V. Cardioprotective role of Syzygium
cumini against glucose-induced oxidative stress in H9C2 cardiac myocytes. Cardiovasc. Toxicol. 2013, 13, 278-289. [CrossRef]
[PubMed]

26. Hiratsuka, K.; Monkawa, T.; Akiyama, T.; Nakatake, Y.; Oda, M.; Goparaju, S.K.; Kimura, H.; Chikazawa-Nohtomi, N.; Sato, S.;

Ishiguro, K.; et al. Induction of human pluripotent stem cells into kidney tissues by synthetic mRNAs encoding transcription
factors. Sci. Rep. 2019, 9, 913. [CrossRef] [PubMed]


http://doi.org/10.1002/wsbm.1462
http://www.ncbi.nlm.nih.gov/pubmed/31407867
http://doi.org/10.1038/s41586-020-2857-9
http://www.ncbi.nlm.nih.gov/pubmed/33116312
http://doi.org/10.1016/j.it.2020.04.006
http://www.ncbi.nlm.nih.gov/pubmed/32362490
http://doi.org/10.1007/s00421-021-04641-4
http://www.ncbi.nlm.nih.gov/pubmed/33745023
http://doi.org/10.1016/j.metabol.2021.154803
http://www.ncbi.nlm.nih.gov/pubmed/34090870
http://doi.org/10.1089/ten.tec.2018.0048
http://doi.org/10.1007/s00421-017-3639-4
http://doi.org/10.1152/ajpendo.00289.2019
http://doi.org/10.1186/s12950-019-0219-x
http://www.ncbi.nlm.nih.gov/pubmed/31289451
http://doi.org/10.1002/jcsm.12019
http://doi.org/10.3390/biology10121318
http://www.ncbi.nlm.nih.gov/pubmed/34943232
http://doi.org/10.1111/acel.13032
http://www.ncbi.nlm.nih.gov/pubmed/31478346
http://doi.org/10.1093/intimm/dxy054
http://www.ncbi.nlm.nih.gov/pubmed/30165385
http://doi.org/10.1126/sciimmunol.abf7777
http://www.ncbi.nlm.nih.gov/pubmed/34995099
http://doi.org/10.12703/P6-13
http://www.ncbi.nlm.nih.gov/pubmed/24669294
http://doi.org/10.1016/j.immuni.2014.06.008
http://doi.org/10.3389/fcell.2020.617879
http://doi.org/10.1016/j.ijcard.2017.03.154
http://doi.org/10.1111/acel.13223
http://doi.org/10.1002/adbi.202000121
http://doi.org/10.1371/journal.pone.0232081
http://www.ncbi.nlm.nih.gov/pubmed/32374763
http://doi.org/10.1371/journal.pone.0127889
http://www.ncbi.nlm.nih.gov/pubmed/26029913
http://doi.org/10.3390/ijms20225715
http://www.ncbi.nlm.nih.gov/pubmed/31739584
http://doi.org/10.1016/j.yexcr.2004.08.004
http://www.ncbi.nlm.nih.gov/pubmed/15501438
http://doi.org/10.1007/s12012-013-9207-1
http://www.ncbi.nlm.nih.gov/pubmed/23512199
http://doi.org/10.1038/s41598-018-37485-8
http://www.ncbi.nlm.nih.gov/pubmed/30696889

Biology 2022, 11, 936 13 0f 13

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

40.
41.

42.

Hotchkiss, K.M.; Clark, N.M.; Olivares-Navarrete, R. Macrophage response to hydrophilic biomaterials regulates MSC recruitment
and T-helper cell populations. Biomaterials 2018, 182, 202-215. [CrossRef]

Vogelpoel, L.T.; Hansen, L.S.; Rispens, T.; Muller, E]J.; van Capel, TM.; Turina, M.C.; Vos, ].B.; Baeten, D.L.; Kapsenberg, M.L.; de
Jong, E.C.; et al. Fc gamma receptor-TLR cross-talk elicits pro-inflammatory cytokine production by human M2 macrophages.
Nat. Commun. 2014, 5, 5444. [CrossRef]

Kosmac, K.; Peck, B.D.; Walton, R.G.; Mula, J.; Kern, P.A.; Bamman, M.M.; Dennis, R.A.; Jacobs, C.A.; Lattermann, C.;
Johnson, D.L.; et al. Immunohistochemical Identification of Human Skeletal Muscle Macrophages. Bio-protocol 2018, 8, €2883.
[CrossRef]

Varga, T.; Mounier, R.; Horvath, A.; Cuvellier, S.; Dumont, E; Poliska, S.; Ardjoune, H.; Juban, G.; Nagy, L.; Chazaud, B. Highly
Dynamic Transcriptional Signature of Distinct Macrophage Subsets during Sterile Inflammation, Resolution, and Tissue Repair. J.
Immunol. 2016, 196, 4771-4782. [CrossRef]

Patsouris, D.; Cao, ].J.; Vial, G.; Bravard, A.; Lefai, E.; Durand, A.; Durand, C.; Chauvin, M.A.; Laugerette, F.; Debard, C.; et al.
Insulin resistance is associated with MCP1-mediated macrophage accumulation in skeletal muscle in mice and humans. PLoS
ONE 2014, 9, e110653. [CrossRef] [PubMed]

Wu, H.; Ballantyne, C.M. Skeletal muscle inflammation and insulin resistance in obesity. J. Clin. Investig. 2017, 127, 43-54.
[CrossRef] [PubMed]

Liu, D.; Morales, EE.; IglayReger, H.B.; Treutelaar, M.K.; Rothberg, A.E.; Hubal, M.].; Nadler, E.P.; Robidoux, J.; Barakat, H,;
Horowitz, ].E; et al. Expression of macrophage genes within skeletal muscle correlates inversely with adiposity and insulin
resistance in humans. Appl. Physiol. Nutr. Metab. 2018, 43, 187-193. [CrossRef] [PubMed]

Amouzou, C.; Breuker, C.; Fabre, O.; Bourret, A.; Lambert, K.; Birot, O.; Fédou, C.; Dupuy, A.M.; Cristol, ].P,; Sutra, T.; et al.
Skeletal Muscle Insulin Resistance and Absence of Inflammation Characterize Insulin-Resistant Grade I Obese Women. PLoS
ONE 2016, 11, €0154119. [CrossRef] [PubMed]

Tam, C.S,; Sparks, L.M.; Johannsen, D.L.; Covington, ].D.; Church, T.S.; Ravussin, E. Low macrophage accumulation in skeletal
muscle of obese type 2 diabetics and elderly subjects. Obesity 2012, 20, 1530-1533. [CrossRef]

Sorensen, J.R.; Kaluhiokalani, J.P.; Hafen, P.S.; Deyhle, M.R.; Parcell, A.C.; Hyldahl, R.D. An altered response in macrophage
phenotype following damage in aged human skeletal muscle: Implications for skeletal muscle repair. FASEB ]. 2019, 33,
10353-10368. [CrossRef]

Haizlip, K.M.; Harrison, B.C.; Leinwand, L.A. Sex-based differences in skeletal muscle kinetics and fiber-type composition.
Physiology 2015, 30, 30-39. [CrossRef]

Marg, A.; Escobar, H.; Gloy, S.; Kufeld, M.; Zacher, J.; Spuler, A.; Birchmeier, C.; Izsvak, Z.; Spuler, S. Human satellite cells have
regenerative capacity and are genetically manipulable. J. Clin. Investig. 2014, 124, 4257-4265. [CrossRef]

Snijders, T.; Nederveen, ].P.; McKay, B.R.; Joanisse, S.; Verdijk, L.B.; van Loon, L.J.C.; Parise, G. Satellite cells in human skeletal
muscle plasticity. Front. Physiol. 2015, 6, 283. [CrossRef]

Fu, X.; Wang, H.; Hu, P. Stem cell activation in skeletal muscle regeneration. Cell. Mol. Life Sci. 2015, 72, 1663-1677. [CrossRef]
Hu, P; Geles, K.G.; Paik, ].H.; DePinho, R.A; Tjian, R. Codependent activators direct myoblast-specific MyoD transcription. Dev.
Cell 2008, 15, 534-546. [CrossRef] [PubMed]

Riuzzi, E; Sorci, G.; Sagheddu, R.; Sidoni, A.; Alaggio, R.; Ninfo, V.; Donato, R. RAGE signaling deficiency in rthabdomyosarcoma
cells causes upregulation of PAX7 and uncontrolled proliferation. J. Cell Sci. 2014, 127 Pt 8, 1699-1711. [CrossRef] [PubMed]


http://doi.org/10.1016/j.biomaterials.2018.08.029
http://doi.org/10.1038/ncomms6444
http://doi.org/10.21769/BioProtoc.2883
http://doi.org/10.4049/jimmunol.1502490
http://doi.org/10.1371/journal.pone.0110653
http://www.ncbi.nlm.nih.gov/pubmed/25337938
http://doi.org/10.1172/JCI88880
http://www.ncbi.nlm.nih.gov/pubmed/28045398
http://doi.org/10.1139/apnm-2017-0228
http://www.ncbi.nlm.nih.gov/pubmed/29035695
http://doi.org/10.1371/journal.pone.0154119
http://www.ncbi.nlm.nih.gov/pubmed/27111539
http://doi.org/10.1038/oby.2012.24
http://doi.org/10.1096/fj.201900519R
http://doi.org/10.1152/physiol.00024.2014
http://doi.org/10.1172/JCI63992
http://doi.org/10.3389/fphys.2015.00283
http://doi.org/10.1007/s00018-014-1819-5
http://doi.org/10.1016/j.devcel.2008.08.018
http://www.ncbi.nlm.nih.gov/pubmed/18854138
http://doi.org/10.1242/jcs.136259
http://www.ncbi.nlm.nih.gov/pubmed/24554430

	Introduction 
	Materials and Methods 
	Tissue Specimens 
	Maintenance and Stimulation of Human Skeletal Muscle Tissue 
	Hematoxylin and Eosin (HE) Staining 
	Immunofluorescence and DAPI Staining 
	Microscopy and Imaging 
	Statistical Analyses 

	Results 
	The Integrity of Human Skeletal Muscle Tissue under Experimental Conditions In Vitro 
	The In Vitro Model of Human Skeletal Muscle Maintains the Polarization Profile of Resident Macrophages 
	The In Vitro Model of Human Skeletal Muscle Maintains the Number and Differentiation of Skeletal Muscle Stem Cells 
	Unsaturated C18 Fatty Acid Activates M1 Macrophages and Stem Cells in the Human Skeletal Muscle Model 

	Discussion 
	Conclusions 
	References

