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blue part represents the PacBio sequencing, and the yellow part represents the Illumina sequencing.



Table S1 Functional annotation of the key differential expression transcripts

Name Functional description Functional documentation

hsfl o e (mreaisian fagker 1 hsf1 medlattes tr'al'lSFththatIOIl of heat shock genes and
plays roles in dividing cells[1]

hsp90aa  heat shock protein 90, alpha, class a hsp90ab1 (hsp90 o family class a member 1) is associated

1.2 member 1, tandem duplicate 2 with reproductive processes and cell proliferation[2, 3]

hsp90ab  heat shock protein 90, alpha, class b hsp90ab1 (hsp90 o family class b member 1) is associated

1 member 1 with reproductive processes and cell proliferation[2, 3]

hspa9 heat shock protein 9 -

ldlranla low-density lipoprotein receptor Idlrapla is a ligand-binding site of the vitellogenin

P adaptor protein la receptor[4]

Irp13 low-density lipoprotein receptor Irp13 is a vitellogenin receptor in mediating yolk

i related protein 13 formation[5]

loc1005  very low-density lipoprotein

36757 receptor-like

icalma phosphatidylinositol binding clathrin  picalm bind to the cytoplasmic membrane to mediate yolk
P assembly protein a endocytosis[6]
el priafichn BB comals arpFEIb (subunit of thelz arp2/3 Comp.lex), which coo.rdmates
arpcslb 1 actin network formation, plays an important role in
subunit 5-like, b . . ]

mediating clathrin endocytosis[7]

tubalb el allshe 5 tuba4{, tubb2b, and tubalb are the main constituents of
tubulin[8, 9]

tubadl el el e tuba4l., tubb2b, and tubalb are the main constituents of
tubulin[8, 9]

fibb2b  tubulin, beta 2b tuba4l., tubb2b, and tubalb are the main constituents of
tubulin[8, 9]

mapta microtubule-associated protein taua -

Kifl5 Ptirestin (sl rr: 16 kifl5 plays a l?alanc.mg role i transferring microtubule
cytoskeleton into bipolar spindle[10]

Kif200 smesin sty e 205 szZOb.pla}.ls a p951tlve .rol.e in driving and regulating
cytokinesis during meiosis[11]

if4 involves in ch fi ti i

kit e Gty smie A sz involves 1n. C. romosome formation, and dI‘.IVCS

microtubule sliding and chromosome compaction[12]
. . . 1 lei

Kifoc e Sl s e B kifbc main expressed in neurons and play a role in
transport processes[13].

kifap3b  kinesin-associated protein 3b -
dctnla involves in microtubule binding to dynein, and acts

dctnla dynactin 1a as a key regulator for synthesizing dynein during
microtubule transport[14]

Gl s, @lebnmi ], Siemad DynCI.IZa attaches to the spindle in the earl}f stages of

. mitosis and relates to morphological mutation and

a chain 2a .
apoptosis[15]
anln, as a highly conserved multi-domain protein, is

anln actin binding protein associated with microtubules and plays an important role
in cytokinesis[16, 17]

actbl actin, beta 1 -
myh9a and myh9b are non-muscle myosin that present in

myh9b  myosin, heavy chain 9b, non-muscle every cell, which bind to the actin cytoskeleton to perform
intracellular motor functions[18].
myh9a and myh9b are non-muscle myosin that present in

myh9a  myosin, heavy chain 9a, non-muscle every cell, which bind to the actin cytoskeleton to perform
intracellular motor functions[18].

myolb myosin 1b -

myol0l3 myosin x, like 3 -

I —— Myosin binding protein H (1nybph) is considered to be
related to autophagy[19].

mylk5 myosin, light chain kinase 5 -
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