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SUPPLEMENTARY MATERIAL

0.08
[ = BASE
0.06 |- = +2% GM1
a: |
= 0.04
= -
0.02
0 PR T ' AN A
0.1 —
| - - B2=+5%ESM — BASE
0.08 - +1% GM1 ; -=- 5%ESM a
= +3% GMI - = +10%ESM ,’ ‘I
=0.06 = +4% GM |1 —
Q
C‘ | L.
= 0.04} —
0.02 —
L i /
) TR el e a il el
10 100 10 100
D, (nm) D, (nm)

Figure S1. Dynamic light scattering size distributions for the various LUV samples used. The size distributions
as a function of the hydrodynamic diameter which is related to /; that is to the decay of the intensity
autocorrelation function, corresponding to a single species. The two variables are related according to the
expression Dn = KT g%/(3nn7), where K is the Boltzmann constant, T the temperature, g the wave vector
corresponding to the scattering angle 8 (90° in our case), with g = (4n/A) sin82. Details on the method to obtain
the size distribution from dynamic light scattering data can be found elsewhere [21].
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Figure S2. Decay constant /; calculated from the distribution obtained by the CONTIN-like analysis (of the
intensity autocorrelation function. Data in the graphic are the individual measurements for each bilayer matrix
(two to three replicates per each experimental condition).
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Figure S3: Kinetics of ABi-42 alone at different concentration: 4.75uM (orange), 7.5 uM (violet) and 15uM (black)
and at 15uM in the presence of different LUVs, matrix B1 (blue), B1+ 4%GM1 (red) and B2+ 4%GM1 (a). Half
growth time of the ThT aggregation kinetics for the different samples. Error bar is calculated as standard
deviation from three replicates (b). The ratio lipid:Api-4 was 250:1.



