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https://wheat.pw.usda.gov/cgi-bin/seqserve/get_sequences.cgi?database=db/Td_Svvo&hit_count=1&alignment_seq_1=gnl|Td_Svvo|whe_Td_AB_Svevo_7B

Figure S1. Alignment of a 630 bp fragment (from 323 to 955 of the SNP12876 sequence) showing 95% identity
with a region of chromosome 7B. SNP 12876 is green highlighted.



