(a) Male 1 Male 2
Validation
Measures Cluster number Cluster number
2 3 4 5 6 2 3 4 5 6
Hierarchical
Connectivity  11.03  13.81 1674 32,10 33.14 1146 1921 2328 2634 26.65
Dunn 017 017 017 o011 o011 012 015 015 015 0.15
Silhouete 048 043 020 029 029 048 037 031 023 022
K-means
Connectivity  17.02 3841 4850 73.19 7479 19.84 4761 37.79 55.60 73.01
Dunn 008 007 006 008 010 006 006 011 011 004
Silhouete 0.37 030 027 026 027 038 033 034 028 025
PAM
Connectivity  18.88 43.51 5739 7135 76.69 2273 4360 5407 7030 7505
Dunn 005 007 004 004 005 004 006 006 011 006
Silhouete 037 028 026 026 027 038 031 025 025 025
PAM: Partitioning Around Medoids.
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Figure S1. (a) Validation clustering algorithms (Hierarchical, K-means and PAM) and cluster
numbers by internal measures (Connectivity, Silhouette width and Dunn index) in the two males of
the study and (b) graphic showing the optimal number of clusters as average silhouette width in both

males.



