————— ESir=Te TG
g el ENterococcus
Streptococcus_parasuis_GCFE_018986875.1 WP_216807377.1_23S_rRNA__adenine_2503 -C 8 -
gl Alkalihalobacillus clausii

-methyltransferase_Cfr_D__[Streptococcus_parasuis]

0,999

Cohnella_thailandensis_GCF_017874075.1_WP_185122055.1_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Cohnella_thailandensis]

0,904

0.557 0.163 Cohnella_thailandensis_GCF_014212135.1_WP_185122055.1_Cfr_family_23S_rRNA__adenine_2503_-C_8 _-methyltransferase_[Cohnella_thailandensis]
' 0,962 Seinonella_peptonophila_ GCF_900129355.1_WP_073150070.1_Cfr_family_23S_rRNA__adenine_2503_-C_8 _-methyltransferase_[Seinonella_peptonophila]
Bacillus_paramycoides_GCF_007682005.1_WP_098304113.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503 -C_8_-methyltransferase_[Bacillus_cereus_group]
Bacillus_cereus_ GCF_002560375.1_WP_098304113.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus_cereus_group]
0.981 Aneurinibacillus_migulanus_GCF_900100065.1_WP_043068366.1_Cfr_family 23S rRNA__adenine_2503 -C_8 —methyltransferase_[Aneur@nibac@Ilus_migulanus]
0.565 ' Aneurinibacillus_migulanus_GCF_006539965.1_WP_043068366.1_Cfr_family_23S_rRNA__adenine_2503_-C_8 _-methyltransferase_[Aneurinibacillus_migulanus]
' Aneurinibacillus_migulanus_GCF_001294525.1_WP_043068366.1_Cfr_family_23S_rRNA__adenine_2503_-C_8 _-methyltransferase_[Aneurinibacillus_migulanus]
Aneurinibacillus_migulanus_GCF_001282925.1_ WP_043068366.1_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Aneurinibacillus_migulanus]
0,984 Aneurinibacillus_migulanus_GCF_001274715.1_WP_043068366.1_Cfr_family_23S_rRNA__adenine_2503_-C_8 _-methyltransferase_[Aneurinibacillus_migulanus]
Aneurinibacillus_migulanus_GCF_000878905.1_WP_043068366.1_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Aneurinibacillus_migulanus]
Sporolactobacillus_laevolacticus DSM_442_GCF_000497245.1_WP_023511669.1_Cfr_family_23S_rRNA__adenine_2503_-C_8 _-methyltransferase_[Sporolactobacillus_laevolacticus]
Cytobacillus_ciccensis_ GCF_006704205.1_WP_053474707.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503 -C 8 -methyltransferase_[Bacillaceae]
Cytobacillus_solani_ GCF_001420595.1_ WP_053474707.1_MULTISPECIES_Cfr family 23S _rRNA__adenine_2503_-C_8_ _-methyltransferase_[Bacillaceae]
0 gggcnlus sp._FJAT-21945 GCF_001275655.1_WP_053474707.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503 _-C_8__-methyltransferase_[Bacilius]
) tobacillus_praedii GCF_004337355.1_WP_131237971.1_Cfr_family 23S _rRNA__adenine_2503 -C_8 -methyltransferase_[Bacillus_praedii]
0,959 Y€ytobacillus_praedii GCF 001439605.1 WP 057765494.1 Cfr family 23S rRNA _adenine 03 -C 8 __methvitransferase [Bacillus_praedii]
Snig ] BT E€VibACIIlUS SP.
0110 ® gghorosarcina_sp._Te-1_GCF_017498505.1_WP_207963382.1_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Sporosarcina_sp._Te-1]
0.412 Bacillus_sp._FJAT-49732_GCF_018343695.1_WP_213108887.1_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_sp._FJAT-49732]
Lysinibacillus_sp. SDF0037_GCF_006864135.1 WP_142507274.1_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Lysinibacillus_sp._ SDF0037]
Bacillus_oleronius_GCF_017809215.1 WP_078109216.1_Cfr_family_23S rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus_oleronius]
0,699 g;@@us oleronius_GCF_002009555.1_WP_078109216.1_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_oleronius]
getlus_obstructivus_ GCF_001887185.1_WP_071975465.1_Cfr_family_23S_rRNA__adenine_2503 -C_8 -methyltransferase_[Bacillus_obstructivus]
0,984 Bacnlus oleronius_ GCF_018916695.1_WP_216385193.1_Cfr_family_23S_rRNA__adenine_2503 -C_8 _-methyltransferase_[Bacillus_oleronius]
h 65789 Bacillus_sp._Gen3_GCF_013421425.1_WP_180211530.1_Cfr_family_23S rRNA__adenine_2503 -C_8 -methyltransferase_[Bacillus_sp._Gen3]
! ’:';; ibacillus_uliginis_N3/975_GCF_900177425.1_WP_208919893.1_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Paenibacillus_uliginis]
Paenibacillus_lutimineralis GCF_003991425.1_ WP_126999451.1_Cfr_family 23S _rRNA__adenine_2503_-C_8__-methyltransferase_[Paenibacillus_lutimineralis]
— Paenibacillus_dokdonensis_GCF_004916975.1_WP_136605452.1_Cfr_family_23S_rRNA _adenine_2503_-C_8__ -methyltransferase_[Paenibacillus_sp. YH-JAES5]
0.986 Paenibacillus_sp. J23TS9_GCF_018403225.1_WP_213649299.1_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Paenibacillus_sp._J23TS9]
1 Paenibacillus_sp._HJL_G12_GCF_009807035.1_WP_160496235.1_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Paenibacillus_sp._HJL_G12]

Bacillus_terrae_ GCF_018333115.1_WP_212951417.1_Cfr_family_23S_rRNA__adenine_2503_-C_8
s_terrae_ GCF_018333095.1_WP_212951417.1_Cfr_family_23S_rRNA__adenine_2503_-C_8

___-methyltransferase_[Bacillus_terrae]
__-methyltransferase_[Bacillus_terrae]

Bamﬁlus _terrae_ GCF_003605405.2_ WP_120118403.1_Cfr_family 23S rRNA__adenine_2503 -C_8_ _-methyltransferase_[Bacillus_terrae]

T —— Lysinibacillus_sp._ ZYM-1_GCF_001308875.1_WP_054609728.1_Cfr_family_23S rRNA _adenine_2503 -C_8 -methyltransferase [Lysinibacillus_sp. ZYM-1]

— Bacillus_ndiopicus_ GCF_000612805.1_WP_042476450.1_Cfr_family_23S rRNA__adenine_2503 -C_8 -methyltransferase_[Bacillus_ ndiopicus]

N 746 Lysinibacillus_fusiformis_GCF_001726065.1_WP_069480599.1 Cfr family 23S rRNA adenine 2503 -C 8 -methyltransferase [Lvsinibacill Jsiformi

ra— s N Cdiff&Enterococcus
Bacillus_sp._03113 GCF_006546985.1_WP_141432675.1_Cfr_family_23S_rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus_sp._03113]

66 ysinibacillus_sp. FJAT-51161_GCF_016638705.1_WP_053594538.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503 -C_8__-methyitransferase_[unclassified_Lysinibacillus]

ysinibacillus_sp._FJAT-14222 GCF_001278875.1_WP_053594538.1_Cfr_family 23S rRNA__adenine_2503 -C_8 -methyltransferase_[Lysinibacillus_sp. FJAT-14222]

‘Lysinibacillus__ xylanilyticus_ GCF_002803495.1_WP_100543767.1_Cfr_family 23S rRNA adenine 2503 -C 8 -methyltransferase [Lysinibacillus xvlanilyticus

9 el B 2CillUS pseudomycoides

Pseudomonas _Sp._ISL-88 GCF_018612965.1 WP_214801496.1 Cfr_family_23S rRNA__adenine_2503 -C_8 -methyltransferase [Bacillus_sp. ISL-26]

Bacillus_sp._ISL-51_GCF_018613535.1_WP_214801496.1_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacililus_sp._ISL-26]

Bacillus_sp._ISL-26_GCF_018613395.1_WP_214801496.1_Cfr_family_23S_rRNA__adenine_2503_-C_8 _-methyltransferase_[Bacillus_sp._ISL-26]

Bacillus_amyloliquefaciens_ XH7_GCF_000221645.1_WP_013351126.1_Cfr_family_23S_rRNA__adenine_2503_-C_8 _-methyltransferase_[Bacillus_amyloliquefaciens]

Bacillus_amyloliquefaciens_LL3_GCF_000204275.1_WP_013351126.1_Cfr_family_23S_rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus_amyloliquefaciens]

Bacillus_amyloliquefaciens_TA208_ GCF 000195515.1_WP_013351126.1_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_amyloliquefaciens]

Bacillus_amyloliquefaciens_ DSM_7 = ATCC_23350_GCF_000196735.1_WP_013351126.1_Cfr_family 23S rRNA_ adenine_2503_-C_8__-methyltransferase_[Bacillus_amyloliquefaciens]

Bacillus_subtilis_ GCF_000772125. 1_VT/P 013351126.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8_-methyltransferase_[Bacillus_subtilis_group]

0,501

Bacillus_amyloliquefaciens_ GCF_013328835.1_WP_013351126.1_Cfr_family_23S_rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus_amyloliquefaciens
Bacillus_amyloliquefaciens_GCF_008017625.1_WP_013351126.1_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_amyloliquefaciens
Bacillus_amyloliquefaciens_ GCF_008017565.1_WP_013351126.1_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_amyloliquefaciens

0.994 Bacillus_amyloliquefaciens_GCF_008017555.1_WP_013351126.1_Cfr_family_ 23S rRNA__adenine_2503 _-C_8__-methyltransferase [Bacillus_amyloliquefaciens
d Bacillus_amyloliquefaciens_ GCF_007845085.1_WP_013351126.1_Cfr_family_23S_rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus_amyloliquefaciens
Bacillus_amyloliquefaciens_ GCF_007844995.1_WP_013351126.1_Cfr_family_ 23S rRNA__adenine_2503 _-C_8 _-methyltransferase [Bacillus_amyloliquefaciens
Bacillus_amyloliquefaciens_ GCF_007827165.1_WP_013351126.1_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_amyloliquefaciens
Bacillus_amyloliquefaciens_ GCF_004006115.1_WP_013351126.1_Cfr_family_ 23S rRNA__adenine_2503 _-C_8__-methyltransferase_[Bacillus_amyloliquefaciens
(Bacillus_. —amyloliquefaciens_ GCF_003546075.1_WP_013351126.1_Cfr_family_ 23S _rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_amyloliquefaciens
Bacillus_amyloliquefaciens_ GCF_002173635.1_WP_013351126.1_Cfr_family_ 23S rRNA__adenine_2503 _-C_8_ _-methyltransferase [Bacillus_amyloliquefaciens
Bacillus_amyloliquefaciens_GCF_001672615.1_WP_013351126.1_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_amyloliquefaciens
Bagiftus_amyloliquefaciens_ GCF_001587435.1_WP_013351126.1_Cfr_family_23S rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus_amyloliquefaciens

Bag lus_amyloliquefaciens_GCF_001687185.1_WP_065523236.1_Cfr_family_23S_rRNA__adenine_2503 -C_8_ _-methyltransferase_[Bacillus_amyloliquefaciens
a.?&. —amyloliquefaciens_ GCF_001866745.1_WP_071348251.1_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_amyloliquefaciens

(Dlis —amyloliquefaciens_ GCF_000747705.1_WP_045508284.1_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_amyloliquefaciens

lus_amyloliquefaciens_ GCF_003868675.1_WP_125122110.1_Cfr_family_23S_rRNA__adenine_2503_-C_8_ -methyltransferase_[Bacillus_amyloliquefaciens]
0,846illus_amyloliquefaciens_GCF_014930895.1_WP_193351346.1_Cfr_family_23S_rRNA__adenine_2503_-C_8 _-methyltransferase_[Bacillus_amyloliquefaciens]

8 s_amyloliquefaciens_GCF_003382375.1_WP_115998161.1_Cfr_family 23S rRNA _adenine 2503 -C 8
lus_amyloliquefaciens_ GCF_018223605.1_WP_212100397.1_Cfr_family_23S_rRNA__adenine_2503_-C_8
Bac lus_amyloliquefaciens_GCF_001705195.1 _WP_065980792.1_Cfr_family 23S rRNA _adenine_2503 -C_8

___-methyltransferase_|

[Bacillus_amyloliquefaciens]

___-methyltransferase_[Bacillus_amyloliquefaciens]

___-methyltransferase_|

[Bacillus_amyloliquefaciens]

Bacillus_sp._2211_GCF_014534715.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C 8
Bacillus_sp._Bvell GCF_014872755.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8
Bacillus_sp._ZY-1-1_GCF_003047165.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C 8

Bacillus_velezensis NJN-6_GCF_000973585.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8
Bacillus_amyloliquefaciens_LFB112_GCF_000508265.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8
Bacillus_velezensis_M27_GCF_000299615.1_ WP_003156095.1 _MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8

___-methyltransferase_

___-methyltransferase_[Bacillus]
__-methyltransferase_[Bacillus]

[Bacillus]

___-methyltransferase_[Bacillus]
___-methyltransferase_[Bacillus]
__-methyltransferase_[Bacillus]

Bacillus_velezensis_ CAU_B946_GCF_000283695.1_WP_003156095.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus]
Bacillus_velezensis_GCF_904842145.1_WP_003156095.1_MULTISPECIES_Cfr_family 23S _rRNA_adenine_2503_-C_8__-methyliransferase_[Bacillus
Bacillus_velezensis_GCF_904841115.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_018771665.1_WP_003156095.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis GCF_018415955.1 WP_003156095.1 MULTISPECIES_Cfr_family 23S rRNA_ _adenine_2503 -C_8 -methyltransferase [Bacillus
Bacillus_velezensis_GCF_018398955.1_WP_003156095.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_017948225.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_017742975.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 _-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_015732475.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_015291865.1_WP_003156095.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_014204475.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_013284825.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_013284475.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_013122275.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503 -C_8_-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_012972785.1_WP_003156095.1_MULTISPECIES_Cfr_family 23S _rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_011043745.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8_-methyltransferase_[Bacillus
Bacillus_velezensis_ GCF_009914175.1_WP_003156095.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_009734085.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 _-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_009683155.1_WP_003156095.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_009683125.1_ WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_009683055.1_WP_003156095.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_006965525.1_ WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_006351695.1_WP_003156095.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_ GCF_006351675.1 WP_003156095.1 MULTISPECIES_Cfr_family 23S rRNA__adenine_2503 -C_8 -methyltransferase [Bacillus
Bacillus_velezensis_GCF_006350975.1_WP_003156095.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_004337655.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_004337575.1_WP_003156095.1_MULTISPECIES_Cfr_family_ 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_004331895.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_003390415.1_WP_003156095.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_003150855.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_003047045.1_WP_003156095.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_003047025.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_003047005.1_WP_003156095.1_MULTISPECIES_Cfr_family 23S _rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_002845365.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_002835205.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503 -C_8_-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_002290045.1_WP_003156095.1_MULTISPECIES_Cfr_family_ 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_002272465.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503 -C_8_-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_002272285.1_WP_003156095.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_002271515.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 _-methyltransferase_[Bacillus
Bacillus_velezensis_ GCF_002238395.1_WP_003156095.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_002205715.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_002082365.1_WP_003156095.1_MULTISPECIES_Cfr_family_ 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_001723375.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_001709115.1_WP_003156095.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_001536925.1_ WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_001175005.1_WP_003156095.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_000987825.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
___-methyltransferase_[Bacillus

gacnlus _velezensis_GCF_000612565.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8
acillus_subtilis GCF_000769515.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8

__-methyltransferase_[Bacillus]

Bacillus

Bacillus_amyloliquefaciens_ GCF_017599365.1_WP_003156095.1_MULTISPECIES_Cfr_family 23S_rRNA__adenine_2503_-C_8
Bacillus_amyloliquefaciens_GCF_017357905.1_WP_003156095.1_ MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8
Bacillus_amyloliquefaciens_ GCF_014622745.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8
Bacillus_amyloliquefaciens_ GCF_013122255.1_WP_003156095.1_MULTISPECIES_Cfr_family 23S _rRNA_adenine_2503_-C_8
Bacillus_amyloliquefaciens_GCF_011421515.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8
Bacillus_amyloliquefaciens_ GCF_011317125.1_WP_003156095.1_MULTISPECIES_Cfr_family_ 23S _rRNA__adenine_2503_-C_8
Bacillus_amyloliquefaciens_GCF_008534375.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8
Bacillus_amyloliquefaciens_ GCF_002024555.1_WP_003156095.1_MULTISPECIES_Cfr_family_ 23S rRNA__adenine_2503_-C_8
Bacillus_amyloliquefaciens_GCF_001874385.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8
Bacillus_amyloliquefaciens_GCF_001619745.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA_adenine_2503_-C_8
Bacillus_amyloliquefaciens_GCF_001431285.1_WP_003156095.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8

___-methyltransferase_|
__-methyltransferase_|
___-methyltransferase_|
___-methyltransferase_|
___-methyltransferase_|
___-methyltransferase_|
___-methyltransferase_|
___-methyltransferase_|
___-methyltransferase_|
___-methyltransferase_|
-methyltransferase

Bacillus
Bacillus
Bacillus
Bacillus
Bacillus
Bacillus
Bacillus
Bacillus
Bacillus
Bacillus

Bacillus_sp. PW192 GCF_007097215.1 WP_043866860.1 MULTISPECIES_Cfr_family 23S rRNA __adenine_ 2503 -C 8

Bacillus_sp._VMFN-A1_GCF_003148545.1_WP_043866860.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C 8 _

Bacillus_velezensis_ GCF_015239615.1_WP_043866860.1_MULTISPECIES_Cfr_family 23S_rRNA__adenine_2503_-C_8
(Egglﬁus velezensis_GCF_012275165.1_WP_043866860.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8

us_velezensis_GCF_011032725.1_WP_043866860.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503_-C_8
Bacillus_velezensis_ GCF_009935175.1_WP_043866860.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503 -C_8

Bacillus_velezensis_GCF_009935125.1_WP_043866860.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_ 8

Bacillus_velezensis GCF_001723585.1 WP_043866860.1 MULTISPECIES Cfr_family 23S rRNA__adenine_2503 -C 8
Bacillus_velezensis_GCF_000973485.1_WP_043866860.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8
Bacillus_velezensis_GCF_000833005.1_WP_043866860.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8
acillus_amyloliquefaciens_ GCF_018502525.1_WP_043866860.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503

Bacillus_amyloliquefaciens_ UASWS_BA1_GCF_000469015.2_WP_015388643.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8
__-methyltransferase_[Bacillus_amyloliquefaciens_group]

Bacillus_amyloliquefaciens_IT-45_GCF_000242855.2_ WP_015388643.1_MULTISPECIES_Cfr_family 23S _rRNA__adenine_
Bacillus_velezensis_ GCF_016065635.1_WP_015388643.1_MULTISPECIES_Cfr_family 23S _rRNA__adenine_2503_-C_8

Bacillus_velezensis_GCF_002154115.1_WP_015388643.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8

Bacillus_amyloliquefaciens_ GCF_018363035.1_WP_015388643.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503
OBacillus_amyloliquefaciens_GCF_016019865.1_WP_015388643.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_
Bacillus_amyloliquefaciens_GCF_001586105.1_WP_015388643.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_
Bacillus_amyloliquefaciens_ GCF_001483885.1_WP_015388643.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_.
Bacillus_sp. LK7_GCF_001043515.1_WP_048367676.1_Cfr_family_23S_rRNA__adenine_2503 -C_8 -methyltransferase_|

Bacillus_amyloliquefaciens_ UMAF6614 GCF_001593785.1_WP_061861893.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8

-methyltransferase_
-methyltransferase_[Bacillus]

___-methyltransferase_|
__-methyltransferase_|
___-methyltransferase_|
__-methyltransferase_|
-methyltransferase_
__-methyltransferase_|
___-methyltransferase_|
__-methyltransferase_|
-C_8 -methyltrans

2503 _-C_8
__-methyltransferase_
___-methyltransferase_|

-C_8__-methyltrans
-C_8
-C_8
-C_8
_[Bacillus_sp._LK7]

[Bacillus]
Bacillus
Bacillus
Bacillus
Bacillus
Bacillus
Bacillus
Bacillus
Bacillus
erase_[Bacillus]

__-methyltransferase_[Bacillus_amyloliquefaciens_group]

Bacillus_amyloliquefaciens_group]
Bacillus_amyloliquefaciens_group]
erase_[Bacillus_amyloliquefaciens_group]

___-methyltransferase_[Bacillus_amyloliquefaciens_group]
__-methyltransferase_[Bacillus_amyloliquefaciens_group]
___-methyltransferase_[Bacillus_amyloliquefaciens_group]

Bacillus_velezensis_ GCF_014180705.2_WP_061861893.1_MULTISPECIES_Cfr_family 23S _rRNA__adenine_2503 -C 8
Bacillus_velezensis_GCF_004119855.1_WP_061861893.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8
Bacillus_velezensis_GCF_004119735.1_WP_061861893.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503 -C_8
Bacillus_velezensis_GCF_004119575.1_WP_061861893.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8

Bacillus_velezensis_GCF_004115935.1_WP_061861893.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8__

Bacillus_velezensis GCF_003721475.1 WP_061861893.1 MULTISPECIES_Cfr_family 23S rRNA__adenine_2503 -C 8
Bacillus_velezensis_GCF_003432425.1_WP_061861893.1_MULTISPECIES_Cfr_family 23S _rRNA__adenine_2503_-C_8
BR3Ws_velezensis GCF_001639945.1 WP_061861893.1_MULTISPECIES_Cfr_family 23S _rRNA__adenine_2503_-C_8
Bacillus_velezensis_GCF_000786145.2_WP_061861893.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8

éflus_amyloliquefaciens_ GCF_003149695.1_WP_061861893.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_.

Bacillus_velezensis_ GCF_002272565.1_WP_095273179.1_Cfr_family_23S_rRNA__adenine_2503 -C_8
Bacillus_sp. LJBV19 GCF_017797845.1_WP_017419193.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8
Bacillus_amyloliquefaciens_DC-12_GCF_000330805.1_WP_017419193.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine
Bacillus_velezensis_ GCF_010614765.1_WP_017419193.1 _MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8
Bacillus_velezensis_GCF_007844975.1_WP_017419193.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8
Bacillus_velezensis_GCF_004118065.1_WP_017419193.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503 -C_8
Bacillus_velezensis_GCF_003665175.1_WP_017419193.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503 -C_8
Bacillus_velezensis_GCF_002944585.1_WP_017419193.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503 -C_8
Bacillus_velezensis_GCF_001857985.1_WP_017419193.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8

Bacillus_amyloliquefaciens_GCF_018791865.1_WP_017419193.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8
Bacillus_amyloliquefaciens_GCF_003149715.1_WP_017419193.1_MULTISPECIES_Cfr_family_23S_rRNA __adenine_2503 -C_8
acillus_amyloliquefaciens_GCF_001286945.1_WP_017419193.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8

Bacillus_amyloliquefaciens_ GCF_013346175.1_WP_174747517.1_Cfr_family_23S rRNA__adenine_2503 -C 8 _
(Bacillus_sp._Lzh-S_GCF_002763675.1_WP_022552658.1_MULTISPECIES_Cfr_famin_ZSS_rRNA_adenine_2503_-C_8_

Bacillus_velezensis_NAU-B3_GCF_000493375.1_WP_022552658.1_ MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8_

Bacillus_velezensis_GCF_018278845.1_WP_022552658.1_MULTISPECIES_Cfr_family 23S _rRNA__adenine_2503_-C_8
Bacillus_velezensis_GCF_013401395.2 WP_022552658.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8
Bacillus_velezensis_GCF_009768905.1_WP_022552658.1_MULTISPECIES_Cfr_family 23S _rRNA__adenine_2503_-C_8
Bacillus_velezensis_GCF_002327165.1_WP_022552658.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8
Bacillus_velezensis_GCF_002216755.1_WP_022552658.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8
q gi%e}h lus_velezensis_GCF_000769555.1_WP_022552658.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8

Bacillus_velezensis_GCF_013875015.1_WP_025650275.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8
Bacillus_velezensis_GCF_009856975.1_WP_025650275.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8
Bacillus_velezensis_GCF_003184945.1_WP_025650275.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8
Bacillus_velezensis_GCF_001687195.1_WP_025650275.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8
Bacillus_velezensis_GCF_001672595.1_WP_025650275.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8
28us_amyloliquefaciens_ GCF_008824205.1_WP_025650275.1_Cfr_family_23S_rRNA__adenine_2503_-C_8
Bacillus_sp._5B6_GCF_000259405.1_WP_007609674.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503 -C 8
Bacillus_velezensis_GCF_014211995.1_WP_007609674.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8
Bacillus_velezensis_GCF_009663035.1_WP_007609674.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503 -C_8

Bacillus_velezensis_GCF_000508125.1_WP_007609674.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_ 8 _
Bacillus_amyloliquefaciens_GCF_900156245.1_WP_007609674.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-
__-methyltransferase_[Bacillus_velezensis]
___-methyltransferase_[Bacillus_velezensis]
Bacillus_velezensis_TrigoCor1448 GCF_000583065.1_WP_015239246.1_MULTISPECIES_Cfr_family 23S _rRNA __adenine_2503 -C_8
Bacillus_amyloliquefaciens_HB-26_GCF_000784675.1_WP_015239246.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C 8

Bacillus_velezensis GCF_013267055.1 WP_172869014.1 Cfr_family 23S rRNA__adenine_2503 -C 8
Bacillus_velezensis_ GCF_000875875.2_WP_043021452.1_Cfr_family 23S _rRNA__adenine_2503 -C_8_

Bacillus_velezensis_AS43.3_GCF_000319475.1_WP_015239246.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8

s_velezensis_SK19.001_GCF_000513755.1_WP_025650275.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503 -C 8

__-methyltransferase_
__-methyltransferase_|
___-methyltransferase_|
__-methyltransferase_|
-methyltransferase_
__-methyltransferase_|
___-methyltransferase_
__-methyltransferase_|
___-methyltransferase_|
-C_8 -methyltrans

Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group

erase_[Bacillus_amyloliquefaciens_group]
_-methyltransferase_[Bacillus_velezensis]

___-methyltransferase_[Bacillus_amyloliquefaciens_group]

2503_-C_8

C8

[Bacillus]
[Bacillus]
[Bacillus]

___-methyltransferase_[Bacillus]
___-methyltransferase_[Bacillus]

_-methyltransferase_[Bacillus]

Bacillus_velezensis_GCF_900156485.1_WP_015239246.1_MULTISPECIES_Cfr_family 23S _rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_subtilis_group]
Bacillus_velezensis GCF_016909415.1 WP_015239246.1 MULTISPECIES_Cfr_family 23S rRNA__adenine_2503 -C 8 -methyltransferase [Bacillus_subtilis_group]
Bacillus_velezensis_GCF_016888865.1_WP_015239246.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_subtilis_group]
Bacillus_velezensis_GCF_011784665.1_WP_015239246.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_010614685.1_WP_015239246.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_009913495.1_WP_015239246.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_009913475.1_WP_015239246.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_009913375.1_WP_015239246.1_MULTISPECIES_Cfr_family 23S _rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_009913355.1_WP_015239246.1_MULTISPECIES_Cfr_family 23S _rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_009913335.1_WP_015239246.1_MULTISPECIES_Cfr_family_ 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_009913315.1_WP_015239246.1_MULTISPECIES_Cfr_family 23S _rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_003860445.1_WP_015239246.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_002764075.1_WP_015239246.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 _-methyltransferase_[Bacillus
Bacillus_velezensis_ GCF_002741705.1_WP_015239246.1_MULTISPECIES_Cfr_family_ 23S rRNA__adenine_2503_-C_8_ _-methyltransferase_[Bacillus_subtilis_group]
Bacillus_velezensis_GCF_002688525.1_ WP_015239246.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus]
Bacillus_velezensis_GCF_002237515.1_WP_015239246.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C_8_ _-methyltransferase_[Bacillus_subtilis_group]
Bacillus_velezensis_ GCF_001647945.1_ WP_015239246.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus]

Bacillus_subtilis_ GCF_001889385.1 WP_015239246.1_MULTISPECIES_Cfr_family 23S _rRNA__adenine_2503_-C_8
Bacillus_amyloliquefaciens_ GCF_017603845.1_WP_015239246.1_MULTISPECIES_Cfr_family 23S _rRNA__adenine_2503 -C_8
Bacillus_sp. JNUCC-22_GCF_018861275.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8
Bacillus_sp. RHFS18 GCF_016757455.1_WP_007409549.1 MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C 8 _
Bacillus_sp._FJAT-27001_GCF_019039175.1_WP_007409549.1 MULTISPECIES_Cfr_family 23S _rRNA__adenine_2503_-C_8
Bacillus_sp._ EKM207B_GCF_011066055.1_WP_007409549.1_MULTISPECIES_Cfr_family 23S _rRNA__adenine_2503 -C _8_
Bacillus_sp._EKM206B_GCF_011066015.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503 -C_8
Bacillus_sp._EKM203B_GCF_011066075.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8

Bacillus_amyloliquefaciens_EBL11_GCF_000559145.1_WP_007409549.1 _MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8

Bacillus_velezensis_ UCMB5033_GCF_000455565.1_WP_007409549.1 MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_.

Bacillus_amyloliquefaciens_ KHG19 GCF_000835145.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C 8
__-methyltransferase_[Bacillus]
___-methyltransferase_[Bacillus]
__-methyltransferase_[Bacillus]

Bacillus_sp._L75 GCF_003676355.1_WP_007409549.1 MULTISPECIES Cfr_family 23S _rRNA__adenine_2503_-C_8
Bacillus_velezensis_ UCMB5113_GCF_000455585.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_
Bacillus_sp. 916_GCF_000275785.1_WP_007409549.1 MULTISPECIES_Cfr_family_ 23S rRNA__adenine 2503 _-C 8

__-methyltransferase_|

-C_8_

-C_8

__-methyltransferase_[Bacillus_subtilis_group]

[Bacillus_subtilis_group]

___-methyltransferase_[Bacillus]
___-methyltransferase_[Bacillus]
___-methyltransferase_
__-methyltransferase_[Bacillus]
___-methyltransferase_[Bacillus]
__-methyltransferase_[Bacillus]

___-methyltransferase_[Bacillus]
__-methyltransferase_[Bacillus]
___-methyltransferase_[Bacillus]

[Bacillus]

Bacillus_velezensis_GCF_018916765.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_018866365.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8_-methyltransferase_[Bacillus
Bacillus_velezensis_ GCF_018629015.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_014706595.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_ GCF_014230015.1_WP_007409549.1 MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_013694265.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8_ -methyltransferase_[Bacillus
Bacillus_velezensis GCF_011756385.1_WP_007409549.1_ MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_010580625.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503_-C_8_-methyltransferase_[Bacillus
Bacillus_velezensis GCF_009935395.1 WP_007409549.1 MULTISPECIES Cfr_family 23S rRNA__adenine_2503 -C_8 -methyltransferase [Bacillus
Bacillus_velezensis_GCF_009935375.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8_ -methyltransferase_[Bacillus
Bacillus_velezensis_ GCF_009935345.1_WP_007409549.1 MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_008244925.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8_-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_007682255.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_007682065.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8_-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_007681885.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_007681795.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8_ -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_007681715.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_007681655.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_007681175.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503_-C_8_-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_007681135.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_007672335.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_007671905.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_006489275.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8_-methyltransferase_[Bacillus
Bacillus_velezensis_ GCF_006351615.1_WP_007409549.1_ MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_005696395.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8_ -methyltransferase_[Bacillus
Bacillus_velezensis_ GCF_004118035.1_WP_007409549.1 MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_003990455.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8_ -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_003855275.1_WP_007409549.1_ MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_003704405.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8_ -methyltransferase_[Bacillus
Bacillus_velezensis_ GCF_003573875.1_WP_007409549.1 MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_003568755.1_WP_007409549.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503 -C_8_ -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_003546955.1_WP_007409549.1 MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_003265825.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8_-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_003076535.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_ GCF_002998915.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_002916875.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_002556565.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8_-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_002276265.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_002071595.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_001461835.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8_-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_001266825.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_001266815.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_ GCF_001023595.1_WP_007409549.1_ MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus

___-methyltransferase_[Bacillus

gag,_ﬂjpjs ~velezensis_GCF_000815275.2_WP_007409549.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8
us_subtilis_ GCF_000772205.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8

Bacillus_amyloliquefaciens_ GCF_015880875.1_WP_007409549.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C 8
Bacillus_amyloliquefaciens_ GCF_014840205.2_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8
Bacillus_amyloliquefaciens_ GCF_013423695.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503_-C 8
Bacillus_amyloliquefaciens_ GCF_001587325.1_WP_007409549.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8

acillus_amyloliquefaciens_ GCF_001617995.1 WP_063096251.1_Cfr_family_23S_rRNA__adenine_2503_-C_8
acillus_amyloliquefaciens_GCF_003337795.1_WP_114354875.1_Cfr_family_23S_rRNA__adenine_2503 -C 8
Bacillus_velezensis GCF_017255135.1_WP_206584250.1_Cfr_family_23S_rRNA__adenine_2503 -C_8
Bacillus_amyloliquefaciens_ GCF_003312895.1_ WP_061047199.1_Cfr_family 23S rRNA__adenine_2503 -C_ 8 _
Bacillus_amyloliquefaciens_GCF_001558705.1_WP_061047199.1_Cfr_family_23S_rRNA__adenine_2503_-C_8

Bacillus_sp._HNA3_GCF_012572025.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8
Bacillus_amyloliquefaciens_Lx-11_GCF_001077735.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C 8

__-methyltransferase_[Bacillus]
___-methyltransferase_[Bacillus]
__-methyltransferase_[Bacillus]
___-methyltransferase_[Bacillus]
__-methyltransferase_[Bacillus]
__-methyltransferase_[Bacillus_amyloliquefaciens]
__-methyltransferase_[Bacillus_amyloliquefaciens]
__-methyltransferase_[Bacillus_velezensis]
-methyltransferase_[Bacillus_amyloliquefaciens]
___-methyltransferase_[Bacillus_amyloliquefaciens]
Bacillus_sp._ LUNF1_GCF_011008975.1_WP_032873058.1_MULTISPECIES_Cfr_family 23S _rRNA__adenine_2503 -C 8

__-methyltransferase_[Bacillus_subtilis_group]

___-methyltransferase_|

[Bacillus]

__-methyltransferase_[Bacillus_subtilis_group]

__-methyltransferase_[Bacillus_amyloliquefaciens_group]

___-methyltransferase_[Bacillus_amyloliquefaciens_group]
__-methyltransferase_[Bacillus_amyloliquefaciens_group]
___-methyltransferase_[Bacillus_amyloliquefaciens_group]
__-methyltransferase_[Bacillus_amyloliquefaciens_group]
___-methyltransferase_[Bacillus_amyloliquefaciens_group]
__-methyltransferase_[Bacillus_amyloliquefaciens_group]
___-methyltransferase_[Bacillus_amyloliquefaciens_group]
___-methyltransferase_[Bacillus]
___-methyltransferase_[Bacillus_amyloliquefaciens_group]
___-methyltransferase_[Bacillus_amyloliquefaciens_group]
-methyltransferase_[Bacillus_amyloliquefaciens]
-methyltransferase_[Bacillus]

-methyltransferase_[Bacillus]
___-methyltransferase_[Bacillus]

__-methyltransferase_[Bacillus]

___-methyltransferase_[Bacillus]

__-methyltransferase_[Bacillus]

___-methyltransferase_[Bacillus]

__-methyltransferase_[Bacillus]
___-methyltransferase_[Bacillus_amyloliquefaciens_group]
__-methyltransferase_[Bacillus_amyloliquefaciens_group]
___-methyltransferase_[Bacillus_amyloliquefaciens_group]
__-methyltransferase_[Bacillus_amyloliquefaciens_group]
___-methyltransferase_[Bacillus_amyloliquefaciens_group]
-methyltransferase_[Bacillus_amyloliquefaciens_group]
___-methyltransferase_[Bacillus_velezensis]
__-methyltransferase_[Bacillus]

___-methyltransferase_
___-methyltransferase_|
-methyltransferase
-methyltransferase_[Bacillus]

Bacillus_velezensis_ GCF_900100225.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_018775385.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_018406485.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_018361275.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_016801735.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8_ -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_015354255.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_014961825.1_ WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 _-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_014841075.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8_ -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_014622705.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_014358035.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8_ -methyltransferase_[Bacillus
Bamllus _velezensis_GCF_013701805.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 _-C_8 -methyltransferase_[Bacillus
D Bacillus ~velezensis_GCF_013367755.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_013201135.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_011769925.1_WP_032873058.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503 -C_8_-methyltransferase_[Bacillus
Bacillus_velezensis GCF_011100445.1 WP_032873058.1 _MULTISPECIES_Cfr_family 23S rRNA__adenine_2503 -C_8 -methyltransferase_[Bacillus
0Bacﬂlus _velezensis_GCF_009935495.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8 -methyltransferase_[Bacillus_subtilis_group]
Bacillus_velezensis_GCF_009935455.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus_subtilis_group]
Bacillus_velezensis_GCF_009935255.1_ WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_subtilis_group]
Bacillus_velezensis_GCF_009362235.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_subtilis_group]
Bacillus_velezensis_ GCF_008802875.1_WP_032873058.1_MULTISPECIES_Cfr_family_ 23S _rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_subtilis_group]
Bacillus_velezensis_GCF_007655015.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_006974185.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_005843905.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_005636205.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_004329055.1_WP_032873058.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_004009895.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8_ -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_003946895.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_003612755.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 _-methyltransferase_[Bacillus
Bacillus_velezensis_ GCF_003583945.1_WP_032873058.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503 -C_8_ -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_003555525.1_ WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_ GCF_003431885.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8_ -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_003073455.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus_subtilis_group
Bacillus_velezensis_GCF_003045165.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_subtilis_group
Bacillus_velezensis_ GCF_002192235.1 WP_032873058.1 MULTISPECIES_Cfr_family 23S rRNA__adenine_2503 -C_8 -methyltransferase [Bacillus_subtilis_group
Bacillus_velezensis_GCF_002117165.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus]
Bacillus_velezensis_GCF_002072695.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus_subtilis_group
cgzg#us ~velezensis_GCF_002057535.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8_-methyltransferase_[Bacillus_subtilis_group
us_velezensis_ GCF_001692115.1_WP_032873058.1_MULTISPECIES_Cfr_family_ 23S rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus]
Bacillus_velezensis_GCF_001687745.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_subtilis_group
Bacillus_velezensis_GCF_001685645.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_subtilis_group
Bacillus_velezensis_GCF_001469675.1_WP_032873058.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_subtilis_group
Bacillus_velezensis_GCF_001440465.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_subtilis_group
Bacillus_velezensis_GCF_000960265.2_WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus]
Bacillus_vallismortis. GCF_002113805.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus]

Bacillus_amyloliquefaciens_ GCF_017815555.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8
éiftus_ —amyloliquefaciens_ GCF_004804245.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8
Bacillus_amyloliquefaciens_ GCF_004804235.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8
Bacillus_amyloliquefaciens_GCF_001922005.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8
Bacillus_amyloliquefaciens_GCF_000750045.1_WP_032873058.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8
__-methyltransferase_[Bacillus_velezensis]
__-methyltransferase_[Bacillus_velezensis]
___-methyltransferase_[Bacillus_velezensis]
__-methyltransferase_[Bacillus_velezensis]
___-methyltransferase_[Bacillus_velezensis]
___-methyltransferase_CIbA_[Bacillus_amyloliquefaciens_group]
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
Bacillus_amyloliquefaciens_group
~_-methyltransferase_CIbA_[Bacillus_amyloliquefaciens_group]
___-methyltransferase_CIbA_[Bacillus_amyloliquefaciens_group]
___-methyltransferase_CIbA_[Bacillus_amyloliquefaciens_group]
-methyltransferase_CIbA_[Bacillus_amyloliquefaciens_group]

Bacillus_velezensis_ GCF_004135455.2_ WP_044802990.1_Cfr_family 23S rRNA__adenine_2503 -C 8
(ggglﬂus velezensis_ GCF_002204665.1_WP_044802990.1_Cfr_family_23S_rRNA__adenine_2503 -C_8
us_velezensis_GCF_002082375.1_WP_044802990.1_Cfr_family 23S _rRNA__adenine_2503 -C_8
Bacillus_velezensis_ GCF_001517185.1_WP_044802990.1_Cfr_family 23S rRNA__adenine_2503 -C 8
Bacillus_velezensis_ GCF_002993245.1_WP_105938052.1_Cfr_family 23S rRNA__adenine_2503 -C 8

Bacillus_amyloliquefaciens_CC178_GCF_000494835.1 WP_012116915.1_MULTISPECIES_23S_rRNA _adenine_2503 -C_8
__-methyitransferase_CIbA_|
—_-methyltransferase_CIbA_
-methyltransferase_CIbA_
—_-methyltransferase_CIbA_
___-methyltransferase_CIbA
—_-methyltransferase_CIbA_
—_-methyltransferase_CIbA_|
—_-methyltransferase_CIbA_
—_-methyltransferase_CIbA_|
—_-methyltransferase_CIbA_|
—_-methyltransferase_CIbA_|
—_-methyltransferase_CIbA_|
__-methyltransferase_CIbA_|
—_-methyltransferase_CIbA_|
—_-methyltransferase_CIbA_
—_-methyltransferase_CIbA_|
—_-methyltransferase_CIbA_
—_-methyltransferase_CIbA_|
—_-methyltransferase_CIbA_
—_-methyltransferase_CIbA_|
—_-methyltransferase_CIbA_
-methyltransferase_CIbA_
—_-methyltransferase_CIbA_
—_-methyltransferase_CIbA_|

Bacillus_velezensis GCF _ 018771705.1 WP 0121169151 MULTISPECIES 23S _rRNA__ adenlne 2503 -C 8
Bacillus_velezensis_ GCF_018729285.1_ WP_012116915.1_MULTISPECIES_ 23S _rRNA__adenine_2503 -C 8
Bacillus_velezensis_GCF_013348705.1_WP_012116915.1_MULTISPECIES_23S_rRNA__adenine_2503 -C_8__
Bacillus_velezensis GCF_013285085.1 WP_012116915.1 MULTISPECIES 23S rRNA__adenine_2503 -C 8
Bacillus_velezensis_ GCF 013285055.1 WP 0121169151 MULTISPECIES 238 rRNA adenine_| 2503 C 8
Bacillus_velezensis_ GCF_013284785.1_WP_012116915.1_MULTISPECIES_23S_rRNA___ adenlne 2503 _-C 8
Bacillus_velezensis GCF_013284775.1_ WP_012116915.1_MULTISPECIES_ 23S _rRNA__adenine_2503 _-C_8
Bacillus_velezensis_ GCF_013284765.1_WP_012116915.1_MULTISPECIES_23S_rRNA___ adenme 2503 _-C 8
Bacillus_velezensis_ GCF_013284745.1_ WP_012116915.1_MULTISPECIES_23S_rRNA__adenine_2503_-C_8
BaC|IIus velezen5|s GCF 013284725.1 WP 0121169151 MULTISPECIES 235 rRNA__ adenlne 2503 C 8
Bacillus_velezensis_ GCF_013284695.1 WP_012116915.1_MULTISPECIES_23S_rRNA__adenine_2503 -C_8
BaC|IIus velezen5|s GCF 013284685.1 WP 0121169151 MULTISPECIES 238 rRNA__ adenlne 2503 C 8
Bacillus_velezensis_ GCF_013284655.1_ WP_012116915.1_MULTISPECIES_23S_rRNA__adenine_2503 -C_8
BaC|IIus velezen5|s GCF 013284635.1 WP 0121169151 MULTISPECIES 235 rRNA__ adenlne 2503 C 8
Bacillus_velezensis_ GCF_013284625.1_ WP_012116915.1_MULTISPECIES_23S_rRNA__adenine_2503 -C 8
BaC|IIus velezen3|s GCF 013284585.1 WP 0121169151 MULTISPECIES 238 rRNA__ adenlne 2503 C 8
Bacillus_velezensis_ GCF_013284555.1 WP_012116915.1_MULTISPECIES_ 23S _rRNA__adenine_2503 -C 8
BaC|IIus velezen5|s GCF 013284545.1 WP 0121169151 MULTISPECIES 23S rRNA adenlne 2503 C 8
Bacillus_velezensis_ GCF_008367895.1_ WP_012116915.1_MULTISPECIES_ 23S _rRNA__adenine_2503 -C 8
BaC|IIus velezenS|s GCF 006351705.1 WP 0121169151 MULTISPECIES 23S rRNA adenlne 2503 C 8
Bacillus_velezensis_ GCF_006351665.1_ WP_012116915.1_MULTISPECIES 23S _rRNA__adenine_2503 -C 8
Bacillus_velezensis_GCF_006351625.1_WP_012116915.1_MULTISPECIES_23S_rRNA__adenine_2503 -C_8__
acillus_velezensis_ GCF_002105595.1 WP_012116915.1 MULTISPECIES 23S rRNA__adenine_2503 -C 8
acillus_velezensis GCF_002002555.1 WP 012116915.1 | MULTISPECIES 23S rRNA adenine 2503 -C 8
Bacillus_velezensis_FZB42_GCF_000015785.2_ WP_012116915.1 _MULTISPECIES 23S rRNA__adenine_2503 -C_8

Bacillus_amyloliquefaciens_GCF_015999565.1_WP_012116915.1_MULTISPECIES 23S rRNA__adenine_2503_-C_8

Bacillus_amyloliquefaciens_ GCF_015845485.1_WP_012116915.1_MULTISPECIES_23S_rRNA__adenine_2503_-C_8

Bacillus_amyloliquefaciens_GCF_008808015.1_WP_012116915.1_MULTISPECIES_ 23S rRNA__adenine_2503 -C 8

___-methyltran
___-methyltran
___-methyltran
___-methyltran
___-methyltran

sferase_[Bacillus]
sferase_[Bacillus]
sferase_[Bacillus]
sferase_[Bacillus_subtilis_group]
sferase_[Bacillus_subtilis_group]

Bacillus_amyloliquefaciens_ GCF_013346305.1_WP_174738353.1_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_amyloliquefaciens
Bacillus_amyloliquefaciens_GCF_013346285.1_WP_174738353.1_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_amyloliquefaciens
Bacillus_amyloliquefaciens_ GCF_013346265.1_WP_174738353.1_Cfr_family_23S_rRNA__adenine_2503 -C_8__-methyltransferase_[Bacillus_amyloliquefaciens
OBacillus_ _amyloliquefaciens_ GCF_013346225.1_WP_174738353.1_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_amyloliquefaciens
Bacillus_amyloliquefaciens_ GCF_013346215.1_WP_174738353.1_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_amyloliquefaciens
D Bacillus_amyloliquefaciens_ GCF_013346205.1_WP_174738353.1_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_amyloliquefaciens
Bacillus_amyloliquefaciens_ GCF_013346165.1_WP_174738353.1_Cfr_family_23S_rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus_amyloliquefaciens
Bacillus_amyloliquefaciens_ GCF_013346105.1_WP_174738353.1_Cfr_family_23S_rRNA__adenine_2503 _-C_8 _-methyltransferase [Bacillus_amyloliquefaciens

Bacillus_sp. STP3_GCF_003946965.1_ WP_094296419.1_MULTISPECIES_Cfr_family 23S _rRNA__adenine_2503 -C_8 _-methyltransferase_[Bacillus]
Bacillus_velezensis_ GCF_002269705.1_WP_094296419.1 MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8 _-methyltransferase_[Bacillus]
®acillus_velezensis_ GCF_002245385.1_WP_094296419.1_MULTISPECIES_Cfr_family_ 23S _rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus]

d%acnlus sp._UNC69MF_GCF_000746035.1_WP_032870378.1_Cfr_family_23S_rRNA__adenine_2503_-C_8
Bacillus_sp._ BK100_GCF_004345435.1_WP_132106795.1_Cfr_family 23S rRNA__adenine_2503 -C_8
Bacillus_amyloliquefaciens_ GCF_014854735.1_WP_132106795.1_Cfr_family_23S rRNA__adenine_2503_-C_8

Bacillus_sp._Pc3_GCF_000815145.1_WP_039252586.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503 -C_8_

-methyl

__-methyltransferase_[Bacillus_sp._ UNC69MF]
__-methyltransferase_[Bacillus_sp._BK100]

__-methyltransferase_[Bacillus_sp._ BK100]
Bacillus_sp._CCNWLCWHY013_GCF_018139665.1_WP_039252586.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C 8
Bacillus_sp. EKM601B_GCF_011075175.1_WP_039252586.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C 8
Bacillus_sp._EKM213B_GCF_013305505.1_WP_039252586.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503_-C_8

transferase_[Bacillus]

___-methyltransferase_[Bacillus]
___-methyltransferase_[Bacillus]
—_-methyltransferase_[Bacillus]

Bacillus_velezensis_ GCF_016834435.1_WP_039252586.1_MULTISPECIES_Cfr_family 23S _rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_014842935.1_WP_039252586.1_MULTISPECIES_Cfr_family_23S _rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_009193045.1_WP_039252586.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_007678125.1_WP_039252586.1_MULTISPECIES_Cfr_family 23S _rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_003986895.1_WP_039252586.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_003321435.1_WP_039252586.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_003285085.1_WP_039252586.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_003073255.1_WP_039252586.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_003058025.1_WP_039252586.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 _-methyltransferase_[Bacillus
Bacillus_velezensis_GCF_002968415.1_WP_039252586.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_velezensis_ GCF_002747285.1_WP_039252586.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
®acillus_velezensis_GCF_002271355.1_WP_039252586.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_ GCF_001709055.1_WP_039252586.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8 -methyltransferase_[Bacillus
Bacillus_velezensis_GCF_001593395.2_WP_039252586.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503_-C_8__-methyltransferase_[Bacillus
Bacillus_amyloliquefaciens_GCF_014791945.1_WP_039252586.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8 -methyltransferase_[Bacillus]

Bacillus_amyloliquefaciens_GCF_004421045.1_WP_039252586.1_MULTISPECIES_Cfr_family 23S rRNA__adenine_2503_-C 8
Bacillus_amyloliquefaciens_ GCF_003149795.1_WP_039252586.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503 -C_8
Bacillus_amyloliquefaciens_GCF_001596755.1_WP_039252586.1_MULTISPECIES_Cfr_family_ 23S rRNA__adenine_2503_-C 8
acillus_amyloliquefaciens_GCF_001278635.1_WP_039252586.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8
acillus_amyloliquefaciens_GCF_000817575.1_WP_039252586.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8
Bacillus_sp. IGA-FME-2_GCF_014926325.1_WP_156240263.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C 8
Bacillus velezensis_ GCF_009738165.1_WP_156240263.1_Cfr_family_23S_rRNA__adenine_2503 -C_8 _
s_sp._LYLB4_GCF_002237975.1_ WP_094032109.1_Cfr_family_ 23S _rRNA__adenine_2503_-C_8
ifus_velezensis GCF_001647965.1_WP_064115569.1_Cfr_family_23S_rRNA__adenine_2503_-C_8
Bgcnlus “velezensis_ GCF_009996865.1_WP_031378625.1_Cfr_family 23S _rRNA__adenine_2503 -C_8

D Bacillus_velezensis_AS43.3_GCF_007673335.1_WP_060675332.1_MULTISPECIES_Cfr_family_23S rRNA__adenine_2503_-C__
Bacillus_velezensis_GCF_012844135.1_WP_060675332.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8
Bacillus_velezensis_GCF_010671715.1_WP_060675332.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503 -C_8

Bacillus_amyloliquefaciens_ GCF_005048195.1_WP_060675332.1_MULTISPECIES_Cfir_family_23S_rRNA__adenine_2503_-C_8
®Ba7Bus_amyloliquefaciens_ GCF_001294785.1_WP_060675332.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8

Bacillus_velezensis_UCMB5036_GCF_000341875.1_WP_015416903.1_Cfr_family_23S_rRNA__adenine_2503 -C_8
%aciIIus_veIezensis_GCF_012647845.1_WP_015416903.1_Cfr_famin_238_rRNA_adenine_2503_-C_8_
acillus_sp._275_GCF_001999205.1 WP_O77391984.1_Cfr_famiIy_23S_rRNA_adenine_2503_-C_8_
Bacillus_velezensis_ GCF_014495825.1 WP_077391984.1 MULTISPECIES_Cfr_family 23S rRNA__adenine_2503 -C_ 8
Bacillus_velezensis_ GCF_003854915.1_ WP_124692577.1_Cfr_family_ 23S rRNA__adenine_2503 -C 8
Bacillus_velezensis_ GCF_014048385.1_WP_110085357.1_Cfr_family 23S _rRNA__adenine_2503 -C_8
Bacillus_velezensis_GCF_008727675.1_WP_110085357.1_Cfr_family_ 23S rRNA__adenine_2503 -C_8
OBaC|IIus_velezenS|s_GCF_002803375 1_WP_110085357.1_Cfr_family_23S rRNA__adenine_2503 -C_8 _
(g g|| gus_velezensis_GCF_001709045.1_WP_069006877.1_Cfr_family_23S_rRNA__adenine_2503_-C_8
acillus_velezensis_GCF_012972775.1_WP_113766776.1_Cfr_family_23S rRNA__adenine_2503 -C_8
acillus_velezensis_GCF_003265765.1_WP_113766776.1_Cfr_family_23S_rRNA__adenine_2503_-C_8
Bacillus_velezensis_GCF_009789615.1_WP_158186010.1_Cfr_family_23S rRNA__adenine_2503 -C 8
acillus_velezensis_GCF_004799565.1_WP_136396149.1_Cfr_family_23S_rRNA__adenine_2503_-C_8
acillus_amyloliquefaciens_GCF_017824715.1_WP_209783609.1_Cfr_family_23S_rRNA__adenine_2503_-C_8
Bacillus_velezensis_ GCF_009914135.1_WP_160242573.1_Cfr_family_23S_rRNA _adenine_2503 -C_8
Bacillus_amyloliquefaciens_ GCF_017592865.1_WP_160242573.1_Cfr_family_23S_rRNA__adenine_2503_-C_8__

___-methyltransferase_[Bacillus]
__-methyltransferase_[Bacillus]
___-methyltransferase_[Bacillus]
__-methyltransferase_[Bacillus]
___-methyltransferase_[Bacillus]
__-methyltransferase_[Bacillus]

—_-methyltransferase_[Bacillus_velezensis]
__-methyltransferase_[Bacillus_sp._LYLB4]
___-methyltransferase_[Bacillus_velezensis]
___-methyltransferase_[Bacillus_velezensis]
cillus_amyloliquefaciens_ UMAF6639_GCF_001593765.1_WP_060675332.1_MULTISPECIES_Cfr_family_23S_rRNA__adenine_2503_-C_8

8 -methyltransferase_[Bacillus_amyloliquefaciens_group]

__-methyltransferase_[Bacillus_amyloliquefaciens_group]
__-methyltransferase_[Bacillus_amyloliquefaciens_group]
___-methyltransferase_[Bacillus_amyloliquefaciens_group]
___-methyltransferase_[Bacillus_amyloliquefaciens_group]
_-methyltransferase_[Bacillus_velezensis]
-methyltransferase_[Bacillus_velezensis]
-methyltransferase_[Bacillus_sp. 275]
-methyltransferase_[Bacillus]
___-methyltransferase_[Bacillus_velezensis]
___-methyltransferase_[Bacillus_velezensis]
__-methyltransferase_[Bacillus_velezensis]
-methyltransferase_[Bacillus_velezensis]
__-methyltransferase_[Bacillus_velezensis]
___-methyltransferase_[Bacillus_velezensis]
__-methyltransferase_[Bacillus_velezensis]
___-methyltransferase_[Bacillus_velezensis]
__-methyltransferase_[Bacillus_velezensis]
___-methyltransferase_[Bacillus_amyloliquefaciens]
__-methyltransferase_[Bacillus_velezensis]
-methyltransferase_[Bacillus_velezensis]

0.2

___-methyltransferase_[Bacillus_amyloliquefaciens_group]



