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Tree scale: 0.01 ————

Figure S3. Phylogenetic tree based on whole-genome sequencing generated with Genome Blast Distance
Phylogeny (GBDP). This shows the clade to which the C. coli strains isolated in this study belong. RM2228

belongs to clade 1, H055260513 to clade 2 and BIGS0008 to clade 3. Bar, 0.01



