
 

 
Figure S2. Phylogene c tree based on whole-genome sequencing generated with Genome Blast Distance Phylogeny (GBDP). The presence or lack of virulence of 
an bio c-resistant Arcobacter butzleri is indicated by the presence or absence of red block, respec vely. NST: New Sequence Type. NST are in bold type. Bar, 0.01. 

 

 


