
Table S1: Summary of characterized clinical M. tuberculosis  isolates.
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7 S S 0.06 S 2.5 4 wt wt wt wt CC1 94-32 2 5 3 3 3 5 4 4 4 4 3 2 6 5 8 2 5 3 2 1 3 4 2 3
13 S S 0.06 S 2.5 2 wt wt wt wt CC1 94-32 2 5 3 3 3 5 4 4 4 4 3 2 6 5 8 2 5 3 2 1 3 4 2 3
14 S S 0.03 S 1.2 2 wt wt wt wt CC1 94-32 2 5 3 3 3 5 4 4 4 4 3 2 6 5 8 5 5 3 2 1 3 4 2 3
15 S S 0.03 S 1.2 4 wt wt wt wt CC1 94-32 2 5 3 3 3 5 4 4 4 4 3 2 6 5 8 5 5 3 2 1 3 4 2 3
22 S S 0.06 S 2.5 8 wt wt g291a F97L wt CC1 94-32 2 5 3 3 3 5 4 4 4 4 3 2 6 5 8 2 5 3 2 1 3 4 2 3
18 MDR R >4 S 2.5 8 wt wt wt S315T CC1 94-32 2 5 3 3 3 5 4 4 4 4 3 2 6 5 8 2 5 3 2 1 3 4 2 3
8 MDR R >4 R >40 64 t276tggaa t(-8)g wt S315T CC1 94-32 2 5 3 3 3 5 4 4 4 4 3 2 6 5 8 2 5 3 2 1 3 4 2 3

19 S S 0.06 S 2.5 4 wt wt wt wt CC1 95-32 2 5 3 3 3 5 4 4 3 4 3 2 6 5 8 2 5 3 2 1 3 4 2 3
21 S S 0.06 S 2.5 4 wt wt wt wt CC1 99-32 2 5 3 3 3 5 4 4 3 4 4 2 6 5 7 2 5 3 2 1 3 4 2 3
2 MDR R 4 R 10 64 t(-6)c wt wt S315T CC1 1065-32 2 5 3 3 3 5 4 4 4 4 3 2 6 5 6 2 5 3 2 1 3 4 2 3

11 MDR R >4 R 10 32 t(-7)c wt g707a T236K S315T CC1 1065-32 2 5 3 3 3 5 4 4 4 4 3 2 6 5 6 2 5 3 2 1 3 4 2 3
5 MDR R 2 R 40 16 wt c(-15)t t589c I194V wt СС1 9136-32 2 5 4 3 3 4 4 4 4 4 3 2 1 5 7 2 5 3 2 1 3 4 2 3
1 MDR R 4 S 2.5 2 wt wt wt S315T CC2 100-32 2 7 3 3 3 5 4 4 4 4 3 2 6 5 7 2 5 3 2 1 3 4 2 3
3 MDR R 2 S 0.6 16 t1319c L440P wt wt S315T CC2 100-32 2 7 3 3 3 5 4 4 4 4 3 2 6 5 7 2 5 3 2 1 3 4 2 3
6 MDR R 4 R 10 64 g(-55)a wt wt S315T CC2 100-32 2 7 3 3 3 5 4 4 4 4 3 2 6 5 7 2 5 3 2 1 3 4 2 3
9 pre-XDR R 4 R 20 32 ga106g wt wt S315T CC2 100-32 2 7 3 3 3 5 4 4 4 4 3 2 6 5 7 2 5 3 2 1 3 4 2 3

10 MDR R >4 R 10 16 ga337g c(-34)t wt S315T CC2 100-32 2 7 3 3 3 5 4 4 4 4 3 2 6 5 7 2 5 3 2 1 3 4 2 3
12 pre-XDR R >4 R 10 32 ga106g wt wt S315T CC2 100-32 2 7 3 3 3 5 4 4 4 4 3 2 6 5 7 2 5 3 2 1 3 4 2 3
4 MDR R 1 S 2.5 2 wt wt wt S315T CC2 9375-32 2 7 4 3 3 5 4 4 4 4 3 2 6 5 7 2 5 3 2 1 3 4 2 3

20 MDR R >4 R 20 64 ct702c wt g535a A179T S315T CC2 5317-32 2 7 3 3 3 2 4 4 4 4 3 2 6 5 7 2 5 3 2 1 3 4 2 3
16 S S 0.03 S 0.6 4 wt wt wt wt CC3 1068-32 2 4 3 3 3 5 4 4 4 4 3 2 6 5 8 5 5 3 2 1 3 4 2 3
17 MDR R 4 R 2.5 32 ct882c wt wt S315T CC3 1066-32 2 7 3 3 3 4 4 4 4 4 3 2 6 5 6 5 5 3 2 1 3 4 2 3
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