Supplementary Table S1: List of antibiotics used in this study along with their measure of each

categorization

S. Antibiotic Abbreviation Concentration | Sensitive | Intermediate | Resistant
No (ng) (s) (1 (R)
1. | Amoxicillin AML 10 217 14-16 <13
2. | Ampicillin AMP 10 217 14-16 <13
3 Amoxicillin-
AMC 20/10 218 14-17 <13
/. clavulanate
4. Doxycycline DO 30 214 11-13 <10
5. Tetracycline TE 30 215 12-14 <11
Piperacillin-
6. TZP 100/10 221 18-20 <17
tazobactam
7 Eratapenem ETP 10 222 19-21 <18
8. Meropenem MEM 10 223 20-22 <19
9. Imipenem IPM 10 223 20-22 <19
10. | Gentamicin CN 10 215 13-14 <12
11. | Tobramycin TOB 10 215 13-14 <12
12. | Streptomycin S 10 215 12-14 11
13. | Ciprofloxacin CIP 05 221 16-20 <15
14. | Norfloxacin NOR 10 217 13-16 12
15. | Levofloxacin LEV 05 217 14-16 13
16. | SXT SXT 25 216 11-15 10
17. | Nitrofurantoin F 300 217 15-16 14
18. | Erythromycin E 15 222 17-21 <18
19. | Ceftriaxone CRO 30 223 20-22 <19
20. | Cefotaxime CTX 30 226 23-25 <22
21. | Ceftazidime CAZ 30 221 18-20 <17
22. | Amikacin AK 30 217 15-16 <14
23. | Cefepime FEP 30 225 19-24 <18
24. | Cefoxitin FOX 30 218 15-17 <14
25. | Chloramphenicol C 30 18 13-17 <12
26. | Ofloxacin OFX 05 216 13-15 <12




Supplementary Table S2: List of primers used in this study

Sr. .
Amplicon
Gene Primers (5’-3’ R Nucleotides Reference

No (5-3) Size (bp)
CCCTTACGCTGAAGAGATGC 20

1. uidA 401 This Study
GGCACAGCACATCAAAGAGA 20
GACGAACCAACGGTCAGGAT 20

2. chuA 279 01
TGCCGCCAGTACCAAAGACA 20
TGAAGTGTCAGGAGACGCTG 20

3. yjaA 211 01
ATGGAGAATGCGTTCCTCAAC 21
GAGTAATGTCGGGGCATTCA 20

4, TSPE4.C2 152 01
CGCGCCAACAAAGTATTACG 20
AGTCCGTTTGTTCTTGTGGC 20

5. mcr-1 320 02
AGATCCTTGGTCTCGGCTTG 20
CAAGTGTGTTGGTCGCAGTT 20

6. mcr-2 715 02
TCTAGCCCGACAAGCATACC 20
TGTCACTGTATCGCCGTC 18

7. blagpc 900 03
CTCAGTGCTCTACAGAAAACC 21
GAAGGCGTTTATGTTCATAC 20

8. blaipgp 587 04
GTACGTTTCAAGAGTGATGC 20
GTTTGGTCGCATATCGCAAC 20

9. blay/ipg 389 04
AATGCGCAGCACCAGGATAG 20
GCAGCTTGTCGGCCATGCGGGC 22

10. blanpm 782 05
GGTCGCGAAGCTGAGCACCGCAT 23
GCGTGGTTAAGGATGAACAC 20

11. | Y"OXA-48-like 438 06
CATCAAGTTCAACCCAACCG 20
ATGCGTTATATTCGCCTGTG 20

12. blagryy 747 07
TGCTTTGTTATTCGGGCCAA 20
TCGCCGCATACACTATTCTCAGAATGA 27

13. blaTEM 445 07
ACGCTCACCGGCTCCAGATTTAT 23
ATGTGCAGYACCAGTAARGTKATGGC 26

14. blacTx 593 07
TGGGTRAARTARGTSACCAGAAYCAGCGG 29




GTTATTTTCTGCCGCTCTGG 20

15. iss 227 This Study
AACCGAGCAATCCATTTACG 20
AATAAAAACGTGGCGGACTG 20

16. papC 440 This Study
TATCCTTTCTGCAGGGATGC 20
CCTCCTACCCTTCACTCTTG 20

17. cvaC 501 This Study
GGATGGAGACATTGCAGGAT 20
TCCTCTTGCTACTATTCCCCCT 22

18. kpsMT Il 392 08
AGGCGTATCCATCCCTCCTAAC 22
ATGGCAGTGGTGTTTTGGTG 20

19. papA 717 08
CGTCCCACCATACGTGCTCTTC 22
TCGAGAACGGATAAGCCGTGG 21

20. fimH 508 08
GCAGTCACCTGCCCTCCGGTA 21
GCAACAGCAACGCTGGTTGCATCAT 25

21. papEF 326 08
AGAGAGAGCCACTCTTATACGGACA 25
GATGACTCAGCCACGGGTAA 20

22. ireA 254 08
CCAGGACTCACCTCACGAAT 20
AGGCAGGTGTGCGCCGCGTAC 21

23. ibeA 171 08
TGGTGCTCCGGCAAACCATGC 21
GGACATCCTGTTACAGCGCGCA 22

24, PAI 925 08
TCGCCACCAATCACAGCCGAAC 22
ATCTTATACTGGATGGGATCATCTTGG 27

25 enf-1 1105 08
GCAGAACGACGTTCTTCATAAGTATC 26
TGATTAACCCCGCGACGGGAA 21

26. fyuA 787 08
CGCAGTAGGCACGATGTTGTA 21
AAGTCAAAGCAGGGGTTGCCCG 22

27. iroN 667 08
GATCGCCGACATTAAGACGCAG 22
ATGGCGCTAACTTGCCATGCTG 22

28. bmaE 507 08
AGGGGGACATATAGCCCCCTTC 22
CTCCGGAGAACTGGGTGCATCTTAC 25

29. sfa 410 08
CGGAGGAGTAATTACAAACCTGGCA 25

30. iutA GGCTGGACATCATGGGAACTGG 302 22 08




CGTCGGGAACGGGTAGAATCG

21

GGCCTGCAATGGATTTACCTGG 22

31. papG 258 08
CCACCAAATGACCATGCCAGAC 22
TAGCAAACGTTCTATTGGTGC 21

32. | kpsMT (K1) 153 08
Used with kpsM Il Reverse 23
CAGCACAGGCAGTGGATACGA 21

33. foc 364 08
GAATGTCGCCTGCCCATTGCT 21
GGCAGAGGGCCGGCAACAGGC 21

34. afa 594 08
CCCGTAACGCGCCAGCATCTC 21
GCGCATTTGCTGATACTGTTG 21

35. kpsM 11 272 08
CATCCAGACGATAAGCATGAGCA 23
CGATAGATGGCGAGAAATTATATCCCG 27

36. invE 766 09
CGATCAAGAATCCCTAACAGAAGAATCAC 29
ACGCAGAGTTGCCTGATAAAG 21

37. aggR 400 09
AATACAGAATCGTCAGCATCAGC 23
GACACCTCATTGCTGAAGTCG 21

38. bfpB 910 09
CCAGAACACCTCCGTTATGC 21
GAACAGGAGGTTTCTGCGTTAGGTG 25

39. It 655 09
CTTTCAATGGCTTTTTTTTGGGAGTC 26
CCTCTTTTAGYCAGACARCTGAATCASTTG 30

40. stp 157 09
CAGGCAGGATTACAACAAAGTTCACAG 27
TGTCTTTTTCACCTTTCGCTC 21

41. sth 171 09
CGGTACAAGCAGGATTACAACAC 23
ACACTGGATGATCTCAGTGG 20

42. stx1 614 10
CTGAATCCCCCTCCATTATG 20
CCATGACAACGGACAGCAGTT 21

43, stx2 779 10
CCTGTCAACTGAGCAGCACTTTG 23
GTGGCGAATACTGGCGAGACT 21

44, eaeA 890 11
CCCCATTCTTTTTCACCGTCG 21

45, hlyA ACGATGTGGTTTATTCTGGA 165 20 12




R | CTTCACGTGACCATACATAT 20
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