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Figure S1: Determination by RT-PCR of the level of transcription of the atpAGD cluster present on the plasmid 

pOSV260 in S. lividans/pOSV206_atpAGD and S. lividans/pOSV206_atpAGD∆, grown on solid HT medium for 48 h, 

with specific primers designed to amplify specifically the copy of the atpAGD cluster carried by the plasmid and not 

the genomic copy of this cluster (Table S1). 

 

Figure S2: Determination by RT-PCR of the level of expression of genes belonging to various specialized metabolite 

biosynthetic pathways in S. lividans/pOSV206_atpAGD and S. lividans/pOSV206_atpAGD∆, grown on solid HT 

medium for 48 h, using the primers specific to each gene listed in Table S1. These include the NRPS sco6431, 

eizA/sco5222 involved in the biosynthesis of albaflavenone, cpkA/sco6275 encoding a PKS of type I involved in the 

biosynthesis of a cryptic yellow polyketide, crtE/sco0185 involved in carotenoid biosynthesis and that of the NRPS 

cchH/sco0492 involved in coelichelin biosynthesis. hrdB/sco5820 PCR amplification was used as internal control. 


