Table S2: Phenotypic and genotypic characteristics of twelve CR-hvKP (1657_kpn, 1659 kpn, 1970_kpn, 1971 kpn, 2024_kpn, 2471_kpn, 2501_kpn,
2512 kpn, 2566 kpn) obtained using hybrid genome assembly, in comparison with the previously reported isolates with hybrid plasmids
KpvST147B_SE1 1 NDM, KpvST383_NDM_OXA-48, 51015.

KpvST147B |\ 1 sT383 ND
Isolate 1D 1657_kpn 1659 _kpn 1970_kpn 1971 _kpn 2024 _kpn 2471 _kpn 2501_kpn 2512 _kpn 2566_kpn _SE1_1 ND l?/l OXAZ8 51015
M —
MLST 395 147 147 395 395 874 15 395 147 147 383 15
. CP066855- CP040724- CP034200- | CP050376.1-
Accession numbers - - CPO66858 MW911666 | MW911667 | MW911668 MW911669 MW911670 MW911671 CP040731 CP034202 CP050381.1
Capsule type KL2 KL20 KL20 KL2 KL2 KL45 KL19 KL2 KL20 KL35 KL30 KL24
O antigen O1vl 0O2vl O2vl O1lvl Olvl O1lv2 01/02v2 Olvl O2vl O2vl O1lv2 Olvl
Mouse lethality (LDso, 102 10* 104 108 108 10 104 103 104 - - -
CFU)
Meropenem MIC 64 32 8 16 4 4 8 4 8 - - -
blaSHv.ze, catAl,
Chromosomal AMR 0gxAB, fosA, | 0gxAB, fosA, | fosA5, 0gxAB, |0gxAB, fosA, | 0gxAB, fosA, | 0gxAB, fosA, 0gxAB, fosA, 0gxAB, fosA, | 0gxAB, fosA, fosAS, fosA, tet(A), fosAS,
blasky.2s, 0gXxAB, 0gXAB,
genes blasiy-1s2 blasmy-11 blaspv-67 blaghy-1s2 blashv-1s2 blaspv-121 blashv-1s2 blasiv-11 mph(A),
aac(3)-| Id blaSHv.e7 quAB bIaSHv
type I-E type I-E type I-E* type I-E té%el é;DER type I-E t():/gel é;DER
CRISPR CRISPR CRISPR CRISPR systems with CRISPR systems with
Chromosomal CRISPR - systems with 1 | systems with 1 - - - systems with 1 - systems with 1 Y systems with 1 Y
2 CRISPR 2 CRISPR
CRISPR array | CRISPR array CRISPR array CRISPR array CRISPR array
(43 spacers) (43 spacers) (43 spacers) (43 spacers) array (10+9 (15 spacers) array (10+9
spacers) spacers)
ecpABCDER
entABES entABES kdsA kdsA
entABES, ! ! entABES, ! !
fepBCDG, entABES, entABES, egepA%CC%%R egepA%CC%%R entABES, entABES, fepBCDG, entABES, V%QEiF; leT entABES, ytij’)“(EiF;leT
- | ecpABCDER, | fepBCDG, fepBCDG, ﬁpm ABCEH ﬁpm ABCE, | fPBCDG, | fepBCDG, | ecpABCDER, | fepBCDG, | .5 fyﬂ A | fepBCDG, | O ny A
Vir;‘l’emn(c’zofses fiMABCEH, | ecpABCDER, | ecpABCDER, |* b po o 0 Po 0o | ecpABCDER | ecpABCDER, | fimABCEH, | ecpABCDER, ﬁn‘q’ BCEH | SPABCDER, ﬁn‘q’ N BCEH
9 YbtAEPQSTUX | fimABCEH, | fimABCEH, |V y ,fimABCEH, | fimABCEH, |ybtAEPQSTUX| fimABCEH, ' | fimABCEH, '
N . . UX, fyuA, UX, fyuA, . . X . ecpABCDER ecpABCDER
, fyuA, irpl, kdsA, silA kdsA, silA : : : : kdsA, silR kdsA, silA , fyuA, irpl, kdsA, silA kdsA
irp2, kdsA, silA irpl, irp2, irpl, irp2, irp2, kdsA , fepBCDG, , fepBCDG,
' ' kdsA kdsA ' entABES entABES,
silA
FIB:
RM of non-mosaic FIB/FII: FIB/FII: S.Kpn1420I1
lasmids - - - - M.EcoJAO03P | M.EcoJAO3PI - - (type 1), - -
P I (type I) (type I) M.Kpn928l
- (type 1)
No. of plasmids 1 3 3 2 4 2 2 1 2 7 2 5




blanom.1, blanpwms,
blaoxa-1, blacrx- blacrxm.1s, blanow.s
blanom-1, m-15, Dlatem-1s, qnrS1, aac(6’)- !
blanow.1, sul2,armA, | mph(A), blanow, mph(A), blanows, | ¢ 11 sui2 | I, blaogas, | oL ATAS,
mph(A), mph(A), blanom-1, mph(A), sull, sul2,
msr(E), mph(E), mph(E), armA, dfrA5, blarem.1g,
@ mph(E), mph(E), mph(E), mph(E), armA,
mph(E), gnrS1, msr(E), msr(E), armA, mph(A), catAl, sull, s
> - msr(E), armA, aph(3)-VI ArmA - msr(E), msr(E), armA, aph(3)-VI msr(E), armA, msr(E) sul2. armA aph(3’)-la,
< aph(3)-VI, P ' N aph(3)-VI, | aph(3)-VI, (s )-vi, aph(3)-VI, : ’ ' | aph(3)-VI,
blanowm-29, aph(3")-VI, aac(6')-1b-cr, mph(E), dfrAS, aph(3’)-
gnrS1, sull, gnrS1, sull, gnrS1, sul2 gnrSi, sull, s mph(A),
dfrA5, sull gnrS1, sull, gnrS1, sull, blacrx-mas | 1a, aph(3°)-VI,
sul2, dfrA5 dfrA5 sul2, dfrA5 mph(E),
sul2, dfrA5 sul2, dfrAl, aadAl,
IncFIB/IncHI1 dfrAB, catAl, mph(A), msr(E)
B catB3, tet(A) mph(E), msr(E)
oMPA, olMPA, olMPA, oMPA, iutA, iutA, iutA,
» pfMpA2, iutA, pMpPA2, plMPA, pMPA2, pMpPA2, iucABCD, iucABCD, iucABCD,
e iucABCD, iucABCD, pMPA2, iucABCD, p/MPA2, iucABCD, iucABCD, pMPA, p/MPA, pIMPA,
S iutA, ofMpA, iucABCD, iutA, iucABCD, iutA, iutA, ofMPA2, peg- | ormpA2, peg- | yrmpA2, peg-
§ - terABCDEWX | ,rmpA2, peg- iutA, pago, - terABCDEW | iutA, peg-344, | terABCDEWX | terABCDEWX 344, 344, 344,
% YZ, peg-344, 344, cobWw, shiF, ydjA, XYZ, peg- pagO, shiF, YZ, peg-344, YZ, peg-344, | terABCDEW |terABCDEWYX, | terABCDEW
= pagO, shiF, luxR pagO, cobW 344, pagO, ydjA, cobW, pagO, shiF, pagO, shiF, XYZ, cobW, | cobW, luxR, | XYZ, cobW,
> ydjA, cobW, ydjA, shiF shiF, ydjA, luxR ydjA, cobW, ydjA, cobW, luxR, pagO, pagO, ydjA, luxR, pagO,
luxR cobW, luxR luxR luxR ydjA, shiF shiF ydjA, shiF
blaNom.l, anSl,
blarem.1s, aac(6")-1b-cr,
@ mph(A), tet(A), dfrAl,
> aph(3")-VI, - - - sull, catAl, - - - - - - -
< gnrS1, sull, catB3, blacTx.
dfrAl, dfl’A5, M-15, bIaOXA.l,
catAl, tet(A blatewm-
IncFIB/IncHIL a) i
B/IncR pMPA,
8 oFMpA2,
5 iucABCD, )
> . IUCA, JrmpA,
Q iUtA, ) ) ) peg-344 } ) ) ) } } }
S | terABCDEWX lUXR shii:
s YZ, peg-344, '
'S pagO, shiF,
ydjA, cobw
aac(6")-1b-cr,
blaoxa-1.
catB3, arr-3,
AMR genes of IncFIB - - dfrA5 - - - - - - sull, blacrx- - -
m-15, gNrS1,
aph(3")-VI,
blanom-1
blaoxa-s, blacrx. blaoxa-1,
ms, blatem1a, blacrx-w-15, blacTx-m-is, :
aac(6")-1b, blarem1a, blarem s, anrSL; az?i((ii;l.l g
AMR genes of IncR - aadAl, gnrS1; | blaoxas, aadA, | aac(6')-lb-cr, - - - - virulence bla ' - -
virulence aac(6')-1b gnrsS1, sull, factors: bIaOXA'g’
factors: dfrAZ, catAl, merACDEPRT TEM-LA
merACDEPRT catB3, tet(A)
) ) ) B aph(6)-1d,

AMR genes of IncL

aph(3”)-1b,




aph(3”)-VIb,

blacrx-m-14p,
blaoxa.4s
aac(3)-11d,
h(A), sul2,
blaoxa, blacrx. m;)pr(‘(g)‘)_SILlJJ
blaoxa, w15, blatemis, aph(G)-Id’
o blacrx-m-15, mph(A), catB3 ’
= - aph(3)-la, aac(6')-1b-cr, bla. '
< aac(6))-Ib-cr, | aadA2, sull, aac(6) tbcr
catAl, catB3 | dfrAl2, catB3, bla '
AMR of ) tet(A) i i hCTX‘-M-lS,
IncFIB/IncFIl aph(3)-la,
blatem1s
arsABCDR arsABCDR
I ’ arsABCDR, !
£ _ pcoABSCDER pCOABCDERS, pcoAE;CDER
S @ 1 1 ,
25 SIABCEFGP 3"ABCSEFGPR Si|ABCEFGP
RS RS,
Other plasmids ColRNAI ColRNALI - '”CFILE*X':CR' - Clt)r}(F:QFI\IIIAI




