
Supplemental Table S1. Overview of ligand preference at CCR7. Ligand preference (ΔLog(Emax/EC50)) with 
CCL19 as a reference was calculated by subtracting Log(Emax/EC50) in each pathway. Data are representative of 
the mean and SD of three to six independent experiments. SD values were calculated through standard
propagation of error. Differences between CCL19 and CCL21 were analysed using an unpaired t-test with 
Welch’s correction. * and ** represent P < 0.05 and 0.01 respectively. 



  

Supplemental Table S2. Overview of system preference at CCR7. System preference 
(ΔLog(Emax/EC50)) were calculated for each ligand by subtracting the Log(Emax/EC50) value 
of a reference system from all other systems for each transducer and each ligand (Eq. 5). 
Data are representative of the mean and SD of three to six independent experiments. SD 
values were calculated through standard propagation of error. A one-way ANOVA 
followed by a Dunnett multiple comparison was used to assess the preference of a system 
to the reference. * and ** represent P < 0.05 and 0.01 respectively. 



 

  

Supplementary Figure S1. CCR7 expression in different cell lines. (A) HEK293A, (B) U87, and (C) CHO-K1 cells 
stably expressing CCR7 were stained with PE Mouse anti-Human CCR7 (red) or PE Mouse IgG2a κ Isotype Control 
(black) and receptor expression was quantified using flow cytometry. 



 

Supplementary Figure S2. Transducer activation and recruitment by CCR7. G protein 
dissociation and β-arrestin recruitment was measured in response to CCL19 (red) and CCL21 
(blue) in HEK293A, U87 and CHO-K1 cells. Data are represented as the mean and SD of three
to six independent experiments, each with three technical replicates. Curves were fit to a four-
parameter non-linear regression model with the slope fixed to -1. Only data which showed 
significant activation or recruitment as determined by one-way ANOVA are shown. 



 

Supplementary Figure S3. G protein expression levels between transducers and cell lines. Comparison between 
mean relative light units (RLU) prior to ligand stimulation as a proxy for G protein expression between (A) G proteins 
within a single cell type or (B) a G protein across cell types. (A-B) Data are represented as the mean and SD of three
to six independent experiments. 


