
Supplemental Table S1. 16S rRNA nucleotide sequences. 
Lab 
code Nucleotide sequence (5’  3’) Sequence length GenBank Acc. 

No. 

ITAC108 

>16S_ITAC_108 
CGCAAGCCTGACGGAGCAACGCCGCGTGAGGGATGAAGGCCTCTGGGCTGTAAACCTCTTTTCTCAAGGAAGAAGAACTGACGGTACTTGAGGAATAAGCCACGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGAGTGGCAAGCGT
TATCCGGAATTATTGGGCGTAAAGCGTCCGCAGGCGGTCTTGAAAGTCTGTTGTTAAAGCGTGGAGCTCAACTCCATTTCAGCAATGGAAACTAGAAGACTAGAGTGTGGTAGGGGCAGAGGGAATTCCCGGTGTAGCGGTGAAATGCGT
AGATATCGGGAAGAACACCAGTGGCGAAGGCGCTCTGCTGGGCCATAACTGACGCTCATGGACGAAAGCCAGGGGAGCGAAAGGGATTAGATACCCCCGTAGTCCTGGCCGTAAACGATGAACACTAGGTGTCGGGGGAATCGACCCCCT
CGGTGTCGTAGCCAACGCGTTAAGTGTTCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGTTTGACATCCT
GCGAATCTTTTGGAAACAGAAGAGTGCCTTCGGGAGCGCAGAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCACGTCTTTAGTTGCCAGCATTAAGTTGGGCACTCTA
GAGAGACCGCCGGTGATAAACCGGAGGAAGGTGTGGATGACGTCAAGTCATCATGCCCCTTACATCCTGGGCTACACACGTACTACAATGCTACGGACAAAGGGCAGCAAACTCGCGAGAGCTAGCAAATCCCATAAACCGTGGCTCAGT
TCAGATCGTAGGCTGCAACTCGCCTACGTGAAGGAGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTT 

990 
[SUB6417193] 
16S_ITAC_108 

MN581057 

ITAC107 

>16S_ITAC_107 
AGGAGAGACTGACGGTACTTGAGGAATAAGCCCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGAGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCCGCAGGCGGCCAGTCAAGTCTGTTGTCAAAGCGTGGAGCTTA
ACTCCATTTGAGCAATGGAAACTGATTGGCTTGAGTGTGGTAGGGGCAGAGGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAAGAACACCAGTGGCGAAGGCGCTCTGCTGGGCCATAACTGACGCTCATGGACGAAAGCC
AGGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTGGCCGTAAACGATGAACACTAGGTGTCGGGGGAATCGACCCCCTCGGTGTCGTAGCCAACGCGTTAAGTGTTCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAAT
TGACGGGGGGCCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGTTTGACATTCCTGCGAAATTCCTGAGAAATCGGGAAGTGCCTTCGGGAGCGCAAGACAGGTGGTGCATGGCTGTCGTCA
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCACGTCTTTAGTTGCCAGCACTGAGTTGGGCACTCTAGAGGACCGCCGGTGATAACCGGAGGAAGGTGTGGATGACGTCAAGTCATCATGCCCCTACATCCTGG
GCTACACACGTAGTACAATGCTAGGGCAGAGGGCAGCAAACCCGCGAGAGCTAGCAAATCCCAAAACCTGGCTCTTGTCAAATATAGGCTCAACGGGCCCACTTTTATTTTAAAACGCCTAGTATTCGCGCTCAGCAACGGGTTTAGGTC
CCGCTTGTGGGCCCGGTTGGG 

921 
[SUB6417174] 
16S_ITAC_107 

MN581056 

ITAC106 

>16S_ITAC_106 
GCACTTCTGTCTGCGAATACTAGCGATTCCTACTTCCGCAGGCGAGTTGCAGCCTGCGATCTGAAACTGGGATAGGGTTTATGAGATTAGCGCGTCCTCGCGGATTGGCGACTCTTTGTCCCTACCATTGTAGTACGTGTGTAGCCCAGA
ACGTAAGGGGCATGATGACTTGACGTCGTCCACACCTTCCTCCGGTTTGTCACCGGCAGTCTCTCTAGAGTGCCCAACTTAATGATGGCAACTAAAAACGTGGGTTGCGCTCGTTGCGGGACTTAACCCAACATCTCACGACACGAGCTG
ACGACAGCCATGCACCACCTGTGTTCGCGCTCCCGAAGGCACTCCCTACTTTCATTGGGATTCGCGACATGTCAAGCCCTGGTAAGGTTCTTCGCGTTGCATCGAATTAAACCACATACTCCACCGCTTGTGCGGGCCCCCGTCAATTCC
TTTGAGTTTCACACTTGCGTGCGTACTCCCCCAGGCGGGATACTTAACGCGTTAGCTACGGCACGGCTTGGGTCGATACAAGCCACACCTAGTATCCCATCGTTTTACGGCTAGGACTACTGGGGGTATCTAATCCCATTTCGCTCCCCC
TAGCTTTCGTACCCTCAGTGTTCAGTTTTCGGCCCTGGGCAGGGACGGCTTTCGCTGCTGGGTGTTTCTTCCCCGATATCTACGCATTTCACCGCTACACCCGGGGAAATTTCCCTCCCTGCCCCCTAACCGTTACTCTTGGCCCAATCA
GTTTTTCTACCTACCCTTCCCCAGAAGTTTAAGCCCCTGGGTCCTTTAAATAGGCAAGAACTTTGGATTAGGCCCACC 

828 
[SUB6417163] 
16S_ITAC_106 

MN581061 

ITAC102 

>16S_ITAC_102 
CTGTCCTGCGATTACTAGCGATTCCTAATTCCGCACGCGAGTTGCAGCCTGCGATCTGAACTGTGCTAGGGTTTATGGGATTAGCGCGCCTTCGCAGGTTGGCTGCCCTTTGTCCGAACCATTGTAGTACGTGTGTAGCCCAGAACGTAA
GGGGCATGATGACTTGACGTCATCCACACCTTCCTCCGGTTTGTCCCCGGCAGTCTCTCTAGAGTGCCCAACTTAATGCTGGCAACTAAAAACGTGGGTTGCGCTCGTTGCGGGACTTAACCCAACATCTCACGACACGAGCTGACGACA
GCCATGCACCACCTGTGTTCGCGTTCCCGAAGGCACTCCCTACTTTCATTGGGATTCGCGACATGTCAAGCCCTGGTAAGGTTCTTCGCGTTGCATCGAATTAAACCACATACTCCACCGCTTGTGCGGGCCCCCGTCAATTCCTTTGAG
TTTCACACTTGCGTGCGTACTCCCCCAGGCGGGGATACTTTATCGCGTTAGCTACGGTACTGCTTGGGGTCGATACACGCAACACCTAGTATCCATCGTTTACAGCTAGGACTACAGGGGGTATCTAAATCCCATTCGCTCCCCCTAGCT
TTCGTA 

606 
[SUB6416885] 
16S_ITAC_102 

MN581058 

ITAC103 

>16S_ITAC_103 
GTATGTCTGTGGATTGTAAACCTCTTTTCTCTAGGAAGAAGATCTGACGGTACTAGAGGAATCAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCCGTAGG
CGGTTAGTTAAGTCAGTTGTTAAAGACTACAGCTCAACTGTGGGAGAGCAACTGAAACTGATTGACTAGAGTATGGTAGGGGTAGAGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGCT
CTGCTGGGCCAAGACTGACGCTGATGGACGAAAGCTAGGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTAAACGATGGATACTAGGTGTTGTGCGTATCGACCCGTGCAGTACCGCAGCAAACGCGTTAAGTATCCCGCCT
GGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGACTTGACATCCCTTGAATTTTCCAGAAATGGATTAGTGCCTTCGGG
AGCAAGGAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCACGTTTTCAGTTGCCATCATTCAGTTGGGCACTCTGGAGAGACTGCCGGGGACAACTCGGAGGAAGGTGT
GGACGACGTCAAGTCATCATGCCCCTTACGTTCTGGGCTACACACGTACTACAATGCAACGGACAAAGGGCAGCCAACTAGCGATAGTGAGCTAATCCCATAAACCGTTGCCCAGTTCAGATTGCAGGCTGCAACTCGCCTGCATGAAGG
AGGAATCGCTAGTA 

914 
[SUB6416938] 
16S_ITAC_103 

MN581055 

ITAC105 

>16S_ITAC_105 
AGCCGCGGTAAGACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCCGTAGGCGGTTTATCAAGTCTGCCGTTAAAGACTGCAGCTTAACTGTGGGCGAGCGGTGGAAACTGATTAACTAGAGTGTGGTAGGGGTAGAG
GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGCTCTACTGGGCCACAACTGACGCTGAGGGACGAAAGCTAGGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTAAACGATGG
ATACTAGGTGTTGCGCGTATCGACCCGTGCAGTACCGTAGCCAACGCGATAAGTATCCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACG
CGAAGAACCTTACCAGGGCTTGACATCCCGCGAATCTTGATGAAAGTCGAGAGTGCCTTCGGGAACGCGGAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCACGTCCT
TAGTTGCCAGCATTAAGTTGGGCACTCTGGGGAGACTGCCGGGGACAACTCGGAGGAAGGTGTGGATGACGTCAAGTCATCATGCCCCTTACGTTCTGGGCTACACACGTACTACAATGCTTCGGACAAAGGGCAGCGAACCTGCGAAGG
CAAGCTAATCCCATAAACCGAGGCACAGTTCAGATTGCAGGCTGCAACTCGCCTGCATGAAGGTAGGAATCGCTAGTATCGCAGGTCCAGCATATGCGG 

849 
[SUB6416967] 
16S_ITAC_105 

MN581059 

ITAC104 

>16S_ITAC_104 
GACGGCCTGTGGGGTTGTAAACCGCTTTTCTCAGGGAAGAAGATCTGACGGTACCTGAGGAATCAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCCGCAG
GCGGCTTATCAAGTCTGCTGTTAAATGTCGGGGCTCAACTCCGATTTGGCAGTGGAAACTGATAGGCTAGAGTACGGTAGGGGTAGAGGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGC
TCTACTGGGCCGTAACTGACGCTGAGGGACGAAAGCTAGGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTAAACGATGGACACTAGGTGTTGGCCGTATCGACCCGGTCAGTATCGTAGCTAACGCGTTAAGTGTCCCGCC
TGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGTTTGACATCCCGCGAATCTTGATGAAAGTTGAGAGTGCCTTCGG
GAGCGCGGAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTTTTAGTTGCCATCATTAAGTTGGGCACTTCTAGAGAGACTGCCGGGGACAACTCGGAGGAAGGT
GGGGATGACGTCAAGTCATCATGCCCCTTACATCCTGGGCTACACACGTACTACAATGCTACGGACAAAGGGCAGCAAGGTCGCGAGAGCAAGCTAATCTCATAAACCGTGGCTCAGTTCAGATCGCAGGCTGCAACTCGCCTGCGTGAA
GGAGGGAATCGCCTAGTATTCGCACT 

926 
[SUB6416339] 
16S_ITAC_104 

MN581060 

ITAC101 

>GU220365.1 Halomicronema metazoicum ITAC101 16S ribosomal RNA gene, partial sequence 
CGAAAGCCTGACGGAGCAACGCCGCGTGCGGGATGACGGCCTGTGGGTTGTAAACCGCTTTTCTCAGGGAAGAAGATCTGACGGTACCTGAGGAATCAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGT
TATCCGGAATTATTGGGCGTAAAGCGTCCGCAGGCGGCTTATCAAGTCTGCTGTTAAATGTCGGGGCTCAACTCCGATTTGGCAGTGGAAACTGATAGGCTAGAGTACGGTAGGGGTAGAGGGAATTCCCAGTGTAGCGGTGAAATGCGT
AGATATTGGGAAGAACACCAGTGGCGAAGGCGCTCTACTGGGCCGTAACTGACGCTGAGGGACGAAAGCTAGGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCTGTAAACGATGGACACTAGGTGTTGGCCGTATCGACCCGGT
CAGTATCGTAGCTAACGCGTTAAGTGTCCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGTTTGACATCCC
GCGAATCTTGATGAAAGTTGAGAGTGCCTTCGGGAGCGCGGAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTTTTAGTTGCCATCATTAAGTTGGGCACTCTA
GAGAGACTGCCGGGGACAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTACATCCTGGGCTACACACGTACTACAATGCTACGGACAAAGGGCAGCAAGCTCGCGAGAGCAAGCTAATCTCATAAACCGTGGCTCAGT
TCAGATCGCAGGCTGCAACTCGCCTGCGTGAAGGAGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTT 

990 GU220365.1 

 


