
 

Figur S1. Length distribution of Unigenes of testis and ovarian transcriptome of Macrobrachium 

rosenbergii 

 

Figure S2. Number of unigenes annotated to different databases 



 

Figure S3. Distribution of the top 10 species with high sequence similarity to Macrobrachium 

rosenbergii unigenes 

 

Figure S4. GO classification of the assembled unigenes of Macrobrachium rosenbergii of 

testis and ovary 



 

Figure S5. KOG annotation analysis of the unigenes 


