SUPPLEMENTARY TABLE 1D: gBlock sequences used to test ddPCR kits used in this study

APC (c.2626C>T (p.Arg876Ter;
TAGTTCTCGTTCTGAAAAAGATAGAAGTTT! ACGCGGAATTGGTCTAGGCAACTACCATCCAGCAACAGAAAATCCAGGAACTTCTTCAAAGTGAGGTTTGCAGATCTCCACCACTGCAGCCCAGATTGCCAAAGTCATGGAAGAAGTGTCAGCCATTCATACCTCTCAGGAAGACAGAAGTTCTGGGTCTA

APC (c.4348C>T; (p.R1450Ter;
CATTATAAGCCCCAGTGATCTTCCAGATAGCCCTGGACAAACCATGCCACCAAGCAGAAGTAAAACACCTCCACCACCTCCTCAAACAGCTCAAACCAAGTGAGAAGTACCTAAAAATAAAGCACCTACTGCTGAAAAGAGAGAGAGTGGACCTAAGCAAGCTGCAGTAAATGCTGCAGTTCAGAGGGTCCAGGTTCTTC

APC (c.3871C>T; p.(GIn1291Ter
CCAAGAAACAATACAGACTTATTGTGTAGAAGATACTCCAATATG CAAGATGTAGTTCATTATCATCTTTGTCATCAGCTGAAGATGAAATAGGATGTAATTAGACGACACAGGAAGCAGATTCTGCTAATACCCTGCAAATAGCAGAAATAAAAGAAAAGATTGGAACTAGGTCAGCTGAAGATCCTGTGAGCG

APC (c.4037C>A; p.(Ser1346Ter]
GGAACTAGGTCAGCTGAAGATCCTGTGAGCGAAGTTCCAGCAGTGTCACAGCACCCTAGAACCAAATCCAGCAGACTGCAGGGTTCTAGTTTATCTTCAGAATAAGCCAGGCACAAAGCTGTTGAA CTTCAGGAGCGAAATCTCCCTCCAAAAGTGGTGCTCAGACACCCAAAAGTCCACCTGAACACTATGTTCA

APC (c.4099C>T; p.(GIn1367Ter
AATCCAGCAGACTGCAGGGTTCTAGTTTATCTTCAGAATCAGCCAGGCACAAAGCTGTTGAA CTTCAGGAGCGAAATCTCCCTCCAAAAGTGGTGCTTAGACACCCAAAAGTCCACCTGAACACTATGTTCAGGAGACCCCACTCATGTTTAGCAGATGTACTTCTGTCAGTTCACTTGATAG GAGAGTCGTTCGA

APC (c.4132C>T; p.(Q1378Ter]
AGAATCAGCCAGGCACAAAGCTGTTGAA CTTCAGGAGCGAAATCTCCCTCCAAAAGTGGTGCTCAGACACCCAAAAGTCCACCTGAACACTATGTTTAGGAGACCCCACTCATGTTTAGCAGATGTACTTCTGTCAGTTCACTTGATAG GAGAGTCGTTCGATTGCCAGCTCCGTTCAGAGTGAACCATGCA

APC (c.4135G>T; p.(Glu1379Ter]
ATCAGCCAGGCACAAAGCTGTTGAA CTTCAGGAGCGAAATCTCCCTCCAAAAGTGGTGCTCAGACACCCAAAAGTCCACCTGAACACTATGTTCAGTAGACCCCACTCATGTTTAGCAGATGTACTTCTGTCAGTTCACTTGATAG GAGAGTCGTTCGATTGCCAGCTCCGTTCAGAGTGAACCATGCAGTG

BRAF (c.1799T>A; p.(Val600Glu
GGAAAATGAGATCTACTG CCTTTACTTACTACACCTCAGATATATTTCTTCATGAAGACCTCACAGTAAAAATAGGTGA GGTCTAGCTACAGAGAAATCTCGATGGAGTGGGTCCCATCAGTTTGAACAGTTGTCTGGATCCA GTGGATGGTAAGAATTGAGGCTA CCACTGATTAAA

FBXW?7 (c.1393C>T; p.(Arg465Cys|
CAACATCATCATTAGTGGATCTACAGATCGGACACTCAAAGTGTGGAATGCAGAGACTGGAGAATGTATACACACCTTATATGGGCATACTTCCACTGTGTGTTGTATGCATCTTCATGAAAAAAGGTAAGGGAAAATCTTGTCATGGTTGGGACTTCTTCCTCTATTATTGGTGAATTTGGGCCCTTTCTGTGTAGAGT

FBXW?7 (c.1273C>T; (p.Arg425Cys|
TGCAGAGTTGTTAGCGGTTCTCGAGATGCCACTCTTAGGGTTTGGGATATTGAGACAGGCCAGTGTTTACATG GATGGGTCATGTTGCAGCAGTCTGCTGTGTTCAATATGATGGCAGGAGGGTTGTTAGTGGAGCATATGA ATGGTAAAGGTGTGGGATCCAGAGACTGAAACCTGTCTACACACGTTGCA

GNAS (c.602G>A; (p.Arg201His
CTACTCCAGACCTTTGCTTTAGATTGGCAATTATTACTGTTTCGGTTGGCTTTGGTGAGATCCATTGACCTCAA GTTTCAGGACCTGCTTCGCTGCCATGTCCTGACTTCTGGAATCTTTGAGACCAAGTTCCAGGTGGACAAAGTCAACTTCCAGTAAGCCAACTGTTACC ATATAACAGAGATCATGGT

KRAS (c.35G>A; p.(Gly12Asp
GTGTGACATGTTCTAATATAGTCACA CATTA ATTATAAGGCCTGCTGAAAATGACTGAATATAAACTTGTGGTAGTTGGAGCTGATGGCGTAGGCAAGAGTGCCTTGACGATACAGCTAATTCAGAATCA GTGGACGAATATGATCCAACAATAGAGGTAAATCTTG AATATGC

KRAS (c.35G>T; p.(Gly12Val
GTGTGACATGTTCTAATATAGTCACA CATTA ATTATAAGGCCTGCTGAAAATGACTGAATATAAACTTGTGGTAGTTGGAGCTGTTGGCGTAGGCAAGAGTGCCTTGACGATACAGCTAATTCAGAATCA GTGGACGAATATGATCCAACAATAGAGGTAAATCTTG AATATGC

KRAS (c.38G>A; p.(Gly13Asp
GTGTGACATGTTCTAATATAGTCACA CATTA ATTATAAGGCCTGCTGAAAATGACTGAATATAAACTTGTGGTAGTTGGAGCTGGTGACGTAGGCAAGAGTGCCTTGACGATACAGCTAATTCAGAATCA GTGGACGAATATGATCCAACAATAGAGGTAAATCTTG AATATGC

KRAS (c.34G>T; p.(Gly12Cys,
GTGTGACATGTTCTAATATAGTCACA CATTA ATTATAAGGCCTGCTGAAAATGACTGAATATAAACTTGTGGTAGTTGGAGCTTGTGGCGTAGGCAAGAGTGCCTTGACGATACAGCTAATTCAGAATCA GTGGACGAATATGATCCAACAATAGAGGTAAATCTTG AATATGC

KRAS (c.180 181delinsAA; p.(GIn61Lys;
GTAATAATCCAGACTGTGTTTCTCCCTTCTCAGGATTCCTACAGGAAGCAAGTAGTAATTGATGGAGAAACCTGTCTCTTGGATATTCTCGACACAGCAGGAAAAGAGGAGTACAGTGCAATGAGGGACCAGTACATGAGGACTGGGGAGGGCTTTCTTTGTGTATTTGCCATAAATAATACTAAATCATTTGAAGATAT

KRAS (c.351A>T; p.(Lys117Asn
GTTACTAATGACTGTGCTATAAC CTTTCCCAGAGAACAAATTAAAAGAGTTAAGGACTCTGAAGATGTACCTATGGTCCTAGTAGGAAATAATTGTGATTTGCCTTCTAGAACAGTAGACACAAAACAGGCTCAGGACTTAGCAAGAAGTTATGGAATTCC ATTGAAACATCAGCAAAGACAAGACAG

KRAS ¢.35G>C (p.Gly12Ala
GTGTGACATGTTCTAATATAGTCACA CATTA ATTATAAGGCCTGCTGAAAATGACTGAATATAAACTTGTGGTAGTTGGAGCTGCTGGCGTAGGCAAGAGTGCCTTGACGATACAGCTAATTCAGAATCA GTGGACGAATATGATCCAACAATAGAGGTAAATCTTG AATATGC

MET (c.3029C>T (p.Thr1010lle]
TCTCTG AAGATCTGGGCAGTGAATTAGTTCGCTACGATGCAAGAGTACACACTCCTCATTTGGATAGGCTTGTAAGTGCCCGAAGTGTAAGCCCAATTACAGAAATGGTTTCAAATGAATCTGTAGACTACCGAGCTAC CCAGAAGGTATATTTCAGTTTATTGTTCTGAGAAATACCTATACATATACCTC

PIK3CA (c.263G>A; (p.Arg88GIn;
AATACCCCCTCCATCAACTTCTTCAAGATGAATCTTCTTACA CGTAAGTGTTACTCAAGAAGCAGAAAGGGAAGAA GATGAAACAAGACAACTTTGTGACCTTCGGC CAACCC AAAAGTAATTGAACCAGTAGGCAACCGTGAAGAAAAGATCCTCAATCGAGAAATTGGTATGATACAA

PIK3CA (c.3019G>C; (p.G1007R
GTTCTTATTACTTATAGGTTTCAGGAGATGTGTTACAAGGCTTATCTAGCTATTCGACAGCATGCCAATCTCTTCATAAATC CTCAATGATGCTTCGCTCTGGAATGCCAGAACTACAATC GATGACATTGCATACATTCGAAAGACCCTAGCCTTAGATAAAACTGAGCAAGAGGCTTTGGAGTATTTCA

PIK3CA (c.325 327delGAA,; p.(Glu109del
AGAAGCAGAAAGGGAAGAA’ ‘GATGAAACAAGACGACTTTGTGACCTTCGGC CAACCC AAAAGTAATTGAACCAGTAGGCAACCGTGAAAAGATCCTCAATCGAGAAATTGGTATGATACAATATCCTATTCTAAAATGCAAATAACCATAAAGCTTAACTGTTGTCCC CTAAAATATTTCTG

PTEN (c.1003C>T (p.Arg335Ter]
TAGCATTTGCAGTATAGAGCGTGCAGATAATGACAAGGAATATCTAGTACTTACTTTAACAAAAAATGATCTTGACAAAGCAAATAAAGACAAAGCCAACTGATAC CTCCAAA AAGGTCAGTTAAATTAAACA GTGGGGGTTGTTGACTTGTATGTATGTGATGTGTGTTTAATTCTAGGAGTACAG

PTEN (c.650T>A; (p.Val217Asp;



TATTAATCATTAAAATCG GACAGTTTGACAGTTAAAGGCATTTCCTGTGAAATAATACTGGTATGTATTTAACCATGCAGATCCTCAGTTTGTGGACTGCCAGCTAAAGGTGAAGATATATTCCTCCAATTCAGGACCCACACGACGGGAAGACAAGTTCATGTACTTTGAGTTCCCTCAGCCGTTACCTGTGTG

SMADA4 (c.403C>T ;p.(Arg135Ter
GGCCTGATCTTCACAAAAATGAACTAAAACATGTTAAATATTGTCAGTATGCGTTTGACTTAAAATGTGATAGTGTCTGTGTGAATCCATATCACTACGAATGAGTTGTATCACCTGGAATTGGTAAGTAGACTTTGCTTTCATCCTAAGAAACATAAAGGGAAAAGGATCTCAATAGTGTTTCAA GTAAGTTAA

SMADA4 (c.1082G>A,; (p.Arg361His
ACTTTGAAATGGATGTTCAGGTAGGAGAGACATTTAAGGTTCCTTCAAGCTGCCCTATTGTTACTGTTGATGGATACGTGGACCCTTCTGGAGGAGATCAC GTTTGGGTCAACTCTCCAATGTCCACAGGACAGAAGCCATTGAGAGAGCAAGGTATTGATTGTATAGTCAGATAGTTACTTTAAAAAATTGAGCA

SMADA (c.1572G>T; p.(Trp524Cys))
GTGTTGATGACCTTCGTCGCTTATGCATACTCAGGATGAGTTTTGTGAAAGGCTGGGGACCGGATTACCCAAGACAGAGCATCAAAGAAACACCTTGCTGTATTGAAATTCACTTACACCGGGCCCTCCAGCTCCTAGACGAAGTACTTCATACCATGCCGATTGCAGACCCACAACCTTTAGACTGAGGTCTTTTACCG

TP53 (c.524G>A; p.(Arg175His)
GCCAACTGGCCAAGACCTGCCCTGTGCAGCTGTGGGTTGATTCCACACCCCCGCCCGGCACCCGCGTCCGCGCCATGGCCATCTACAAGCAGTCACAGCACATGACGGAGGTTGTGAGGCACTGCCCCCACCATGAGCGCTGCTCAGATAGCGATGGTGAGCAGCTGGGGCTGGAGAGACGACAGGGCTGGTTGCCCAGGGTCCCCAGGCCTCTGATTCCTCACTGATT

TP53 (c.586C>T (p.Argl196Ter]
GCTGGGGCTGGAGAGACGACAGGGCTGGTTGCCCAGGGTCCCCAGGCCTCTGATTCCTCACTGATTGCTCTTAGGTCTGGCCCCTCCTCAGCATCTTATCTGAGTGGAAGGAAATTTGCGTGTGGAGTATTTGGATGACAGAAACAC CGACATAGTGTGGTGGTGCCCTATGAGCCGCCTGAGGTCTGGTTTGCAA

TP53 (c.817C>T; p.(Arg273Cys]
TAAATGGGACAGGTAGGACCTGATTTCCTTACTGCCTCTTGCTTCTC CCTATCCTGAGTAGTGGTAATCTACTGGGACGGAACAGCTTTGAGGTGTGTGTTTGTGCCTGTCCT CGGCGCAC) \TCTCCGCA CTCACCACGAGCTGCCCCCAGGGAGCACTAAGCG

TP53 (c.818G>A; p.(Arg273His]
TAAATGGGACAGGTAGGACCTGATTTCCTTACTGCCTCTTGCTTCTC CCTATCCTGAGTAGTGGTAATCTACTGGGACGGAACAGCTTTGAGGTGCATGTTTGTGCCTGTCCT! CGGCGCACAGAGGAAGAGAATCTCCGCAAGAA CTCACCACGAGCTGCCCCCAGGGAGCACTAAGCG

TP53 (c.844C>T; p.(Arg282Trp.
CTTACTGCCTCTTGCTTCTC CCTATCCTGAGTAGTGGTAATCTACTGGGACGGAACAGCTTTGAGGTGCGTGTTTGTGCCTGTCCT AGACTGGCGCAC/ \TCTCCGCA CTCACCACGAGCTGCCCCCAGGGAGCACTAAGCGAGGTAAGCAAGCAGGACAAGAAGCGGT

TP53 (c.422G>A; p.(Cys141Tyr]
TATCTGTTCACTTGTGCCCTGACTTTCAACTCTGTCTCCTTCCTCTTCCTACAGTACTCCCCTGCCCTCAACAAGATG GCCAACTGGCCAAGACCTACCCTGTGCAGCTGTGGGTTGATTCCACACCCCCGCCCGGCACCCGCGTCCGCGCCATGGCCATCTACAAGCAGTCACAGCACATGACGGAGGTTGTGAG

TP53 (c.701A>G; (p.Tyr234Cys]
AAGGCCTCCCCTGCTTGCCACAGGTCTCCCCAAGGCGCACTGGCCTCATCTTGGGCCTGTGTTATCTCCTAGGTTGGCTCTGACTGTACCACCATCCACTGCAACTACATGTGTAACAGTTCCTGCATGGGCGGCATGAACCGGAGGCCCATCCTCACCATCATCACACTGGAAGACTCCAGGTCAGGAGCCACTTGCCA

TP53 (c.711G>A (p.Met237lle]
CTGCTTGCCACAGGTCTCCCCAAGGCGCACTGGCCTCATCTTGGGCCTGTGTTATCTCCTAGGTTGGCTCTGACTGTACCACCATCCACTACAACTACATATGTAACAGTTCCTGCATGGGCGGCATGAACCGGAGGCCCATCCTCACCATCATCACACTGGAAGACTCCAGGTCAGGAGCCACTTGCCACCCTGCACAC

TP53 (c.857A>T; (p.Glu286Val
GCTTCTC CCTATCCTGAGTAGTGGTAATCTACTGGGACGGAACAGCTTTGAGGTGCGTGTTTGTGCCTGTCCTGGGAGAGACCGGCGCACAGAGGTAGAGAATCTCCGCAAGAAAGGGGAGCCTCACCACGAGCTGCCCCCAGGGAGCACTAAGCGAGGTAAGCAAGCAGGACAAGAAGCGGTGGAGGAGACCAA

TP53 ¢.560-1G>A splice variant
GCGCTGCTCAGATAGCGATGGTGAGCAGCTGGGGCTGGAGAGACGACAGGGCTGGTTGCCCAGGGTCCCCAGGCCTCTGATTCCTCACTGATTGCTCTTAAGTCTGGCCCCTCCTCAGCATCTTATCCGAGTGGAAGGAAATTTGCGTGTGGAGTATTTGGATGACAGAAACAC CGACATAGTGTGGTGGTGCCC
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