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Figure S1. Scatter plots and correlation between LysoGb3, residual enzyme activity (REA), FGF2, IL7, 

VEGFA, and VEGF. Data from treated Fabry samples with classical phenotype. Significant correlations: 

REA .vs. lysoGb3 (Corr = -0.33, p = 0.04), IL7 .vs. VEGFC (Corr = -0.42, p = 0.01), VEGFA .vs. lysoGb3 (Corr 

= 0.36, p = 0.04),  IL7 .vs. VEGFA (Corr = 0.36, p = 0.04).  

Figure S2. Scatter plots and correlation between LysoGb3, residual enzyme activity (REA), FGF2, IL7, 

VEGFA, and VEGF. Data from non-treated Fabry samples with classical phenotype. Significant 

correlations: REA .vs. lysoGb3 (Corr = -0.41, p = 0.01), FGF2 .vs. VEGFA (Corr = 0.57, p = 0.03).  

Figure S3. Scatter plots and correlation between LysoGb3, residual enzyme activity (REA), FGF2, IL7, 

VEGFA, and VEGF. Data from treated Fabry samples with non-classical phenotype. Significant 

correlations: FGF2 .vs. VEGFC (Corr = 0.42, p = 0.01), FGF2 .vs. IL7 (Corr = 0.10, p = 0.01).  

Figure S4. Scatter plots and correlation between LysoGb3, residual enzyme activity (REA), FGF2, IL7, 

VEGFA, and VEGF. Data from non-treated Fabry samples with non-classical phenotype. Significant 

correlations: IL7 .vs. REA (Corr = -0.76, p = 0.02), FGF2 .vs. IL7 (Corr = 0.42, p = 0.01).  corr = Spearman 

correlation. 

 



 

 

 

Figure S1. Scatter plots and correlation between LysoGb3, residual enzyme activity (REA), FGF2, IL7, 

VEGFA, and VEGF. Data from treated Fabry samples with classical phenotype. Significant correlations: 

REA .vs. lysoGb3 (Corr = -0.33, p = 0.04), IL7 .vs. VEGFC (Corr = -0.42, p = 0.01), VEGFA .vs. lysoGb3 (Corr 

= 0.36, p = 0.04),  IL7 .vs. VEGFA (Corr = 0.49, p = 0.2).  



 

 

 

Figure S2. Scatter plots and correlation between LysoGb3, residual enzyme activity (REA), FGF2, IL7, 

VEGFA, and VEGF. Data from non-treated Fabry samples with classical phenotype. Significant 

correlations: REA .vs. lysoGb3 (Corr = -0.41, p = 0.01), FGF2 .vs. VEGFA (Corr = 0.57, p = 0.03).  



 

 

 

Figure S3. Scatter plots and correlation between LysoGb3, residual enzyme activity (REA), FGF2, IL7, 

VEGFA, and VEGF. Data from treated Fabry samples with non-classical phenotype. Significant 

correlations: FGF2 .vs. VEGFC (Corr = 0.43, p = 0.04), FGF2 .vs. IL7 (Corr = 0.42, p = 0.01).  

 



 

 

Figure S4. Scatter plots and correlation between LysoGb3, residual enzyme activity (REA), FGF2, IL7, 

VEGFA, and VEGF. Data from non-treated Fabry samples with non-classical phenotype. Significant 

correlations: IL7 .vs. REA (Corr = -0.76, p = 0.02), FGF2 .vs. IL7 (Corr = 0.1, p = 0.01).  corr = Spearman 

correlation. Asterix * = Significant. 


