Supplement Material 5. Short annotation of 32 bacteria observed only in CD patients in the context of human health.
	Taxonomy
	what is known about them in the context of human health
	Reference
	[PMID]

	Corynebacterium durum
	isolated from respiratory tract; dental pathogenesis
	(Riegel et al. 1997; Rassoulian Barrett et al. 2001)
	9336915 11230408

	Unassinged from family Propionibacteriaceae
	a new name 'Cutibacterium' - skin microbiota member; acne;
	(Ramasamy et al. 2019)
	31342510

	Propionibacterium acnes
	
	
	

	Bifidobacterium breve
	new borne gut and human milk microbiota member; probiotics
	(Kordy et al. 2020; Maldonado et al. 2019)
	31990909 31630683

	Unclassified from genus Atopobium
	vaginal and gut microbiota member and bacterial vaginosis
	(Mendling et al. 2019; Thorasin, Hoyles, and McCartney 2015)
	30953190 25533445

	Parabacteroides distasonis
	member of human gut microbiota; decreasing weight gain, hyperglycemia, and hepatic steatosis
	(Wang et al. 2019)
	30605678

	Unclassified from genus Staphylococcus
	member of human skin microbiota; some serious infection including sepsis
	(Otto 2014; Cao et al. 2020)
	24222452 32082571

	Unclassified from family Gemellaceae
	the mucous membranes of humans in the oral cavity and upper digestive tract - pulmonary exacerbations of cystic fibrosis; endocarditis;  valvular disease
	(Carmody et al. 2013; Mosquera et al. 2000)
	23802813 11168056

	Unclassified from genus Abiotrophia
	some time endocarditis
	(Sharaf and Shaikh 2005; Bhat et al. 2014)
	16341303 23682722

	Unclassified from genus Enterococcus
	member of gut microbiota - endocarditis; sepsis; intra-abdominal abscesses; prostatitis; urinary tract infections
	(Amyes 2007; IKE 2017)
	17659211 28659548

	Unclassified from family Lactobacillaceae
	member of gut, vagina and oral cavity microbiota - caries inhibition; endocarditis; alleviation of the symptom of irritable bowel syndrome; probiotics
	(Ortiz-Lucas et al. 2013; Moosavi and Zuckerman 2019; Groga-Bada et al. 2018)
	23548007 31929930 30254678

	Lactobacillus salivarius
	
	
	

	Unclassified from genus Pediococcus
	member of gut microbiota; bacteriocin producer
	(Porto et al. 2017; Stedman et al. 2020)
	28284993 32026493

	Streptococcus sobrinus
	the oral cavity microbiota member; enhances the formation of caries; dental abscesses
	(Wu et al. 2003; Scalioni et al. 2017)
	12925830 28678943

	Clostridium paraputrificum
	anaerobic bacteremia; colonic necrosis
	(Shinha and Hadi 2015; Kwon et al. 2018)
	25692054 29599902

	Clostridium perfringens
	gas gangrene
	(Nagahama, Takehara, and Rood 2018; Gomes, Hoffmann, and Mota 2018)
	31350831

	Unclassified from genus Clostridium
	member of gut microbiota
	
	29667480

	Clostridium hathewayi
	rarely bacteremia and surgical site infection
	(Elsayed and Zhang 2004; Dababneh et al. 2014)
	15550205 24596408

	Unclassified from genus Epulopiscium
	symbiotic fish related bacteria - no data on human infections
	(Angert, Brooks, and Pace 1996; Miyake, Ngugi, and Stingl 2016)
	8631724 27014209

	Unclassified from genus Peptococcus
	member of gut and subgingival microbiota; Periodontitis
	(Shi et al. 2018)
	29765908

	Unclassified from family Peptostreptococcaceae
	member of the lower reproductive tract of women - pelvic inflammatory disease and bacterial vaginosis. Colorectal carcinogenesis
	(Senok et al. 2009; Long et al. 2019)
	19821358 31501538

	Peptostreptococcus anaerobius
	
	
	

	Unclassified from genus Anaerotruncus
	member of vaginal and gut microbiota; obese; endometrial cancer
	(Togo et al. 2019; Walther-António et al. 2016)
	30891246 27884207

	Unclassified from genus Veillonella
	member of the oral cavity and gut microbiota; osteomyelitis and endocarditis
	(Mashima et al. 2017; Houston, Taylor, and Rennie 1997; Baker and Allyn 2017)
	28934367 9142818 29026635

	Veillonella dispar
	
	
	

	Clostridium spiroforme
	enteric diseases in humans and/or animals
	(Uzal et al. 2018)
	29883627

	Coprobacillus cateniformis
	member of gut microbiota; irritable bowel syndrome
	(Kageyama and Benno 2000; Lyra et al. 2009)
	10711596 20014457

	Unclassified from family Bradyrhizobiaceae
	plant-associated bacteria; Cord colitis syndrome
	(Gorkiewicz, Trajanoski, and Högenauer 2013)
	24195569

	Unclassified from genus Eikenella
	member of the oral cavity and upper respiratory tract microbiota - endocarditis
	(Sharara et al. 2016)
	27124204

	Unclassified from genus Klebsiella
	pneumonia; sepsis
	(Estell et al. 2016; Delatour et al. 2018)
	26492860 29033357

	Morganella morganii
	postoperative and other nosocomial infections; urinary tract infections; sepsis
	(Erlanger et al. 2019; Mbelle et al. 2020)
	28919283 31630429

	Unclassified from order CW040
	probably oral cavity microbiota member - infection in the course of cystic fibrosis
	(Bor et al. 2019; Renwick et al. 2014)
	30894042 25526264
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